Scale 1 kb} | hg38
chr: | 109,546,000| 109,546,500 109,547,000 109,547,500|
GENCODE V49 (5 items filtered)
GPR 61|
G PR 6.1
ENSGO00000290 1 1 7 1
RefSeq genes from NCBI
RefSeq Curated I
0_ Stacked Quantitative R-loop Score
Quantitative R-loop Score

0_

Quantitative R-loop Zone
HEK293 Quantitative R-loop Region

0.7318 _ HEK293 Quantitative R-loop Score
e .—
0

V2-Level-1
D > > > > > > > > > >35> 5533355553335 5555 555335555 355555555555>555553>55555>555355555>55555>3>555>>>> >
-
I A A A A A A AL A E A E AT E A AR AR AR EEE
V2-Level-4
V2-Level-8
1.0692 _ bigwig_99 HEK?293 Control_DRIP-seq_ChIP_NS_1_SE
DRIP-seq_HEK293 I‘. | '- II ‘
Ioo Signal
DRIP-seq_HEK293
1_ b|gW|g_229_HEK293T_2HBD -Anti-GST_CUT&Tag_ChIP_NS_2_PE
CUT&Tag_HEK293T
-1 |
R-loop Signal
CUT&Tag_HEK293T
0.3048 _ bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_fwd
R-ChIP-SS_HEK?293T.fwo I
0_
-0_ bigwig 127 HEK293T D210N_R-ChIP-SS ChIP_SS 1 SE rev
-0.1524
R-loop Signal
R-ChIP-SS_HEK293T
0.00081 _ bigwig_DeepER_Human_fwd
DeepER_Human.fwd |
3€-05 _ stse i PR TR i i bk e et M A P R il i !
bigbed_DeepER_Human
-0.00011 _ bigwig DeepER_Human rev .
DeepER_Human.rev T "“'"""“|W‘"'“'\|‘|H|H|‘|““m
-0.01724
0.529412 _ GC-skew
GC-skew ,.‘L s Fo o T
-0.414634 Iy wm ™ L | \rmm iy P wjp
AT-skew
AT-skew [l IO 0 CONUOMTONNN DU OO0 NI OO0
0.3538 _ HEK293T_Control_GRO-seq.fwd
GRO-seq_HEK293T.fwd
0.1769 _
-0.1769 | | LI L 93T_Control_ Sﬂl ev | LU L]
GRO-seq_HEK293T.rev ] I \|\\I\IHIHI\I\I\NI\I\' |\|HIHI\I“HWI\IHIHI‘
-0.5307 _
RLFS_RIloopDB
Regulator
CLIP_AQR
ChIP_BRCA1
KD_DDX5 .
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
GPR61 ) - B . 1

Repeating Elements by RepeatMasker
RepeatMasker B



