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GENCODE V49 (71 items filtered)
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MIR3199-11
MIR3199-2|
ENSG000002761501
ENSG00000294461 I<H
ENSG00000294461 ki
TTC28-AS1 M
ENSG00000274342|
ENSG00000276675|

RefSeq genes from NCBI
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CLIP_AQR
K562 _expl_120132| HepG2_expl_68817|
K562_expl 120133| K562_expl 120154|
HepG2_expl 68798| K562_expl_120155|
HepG2_expl_68799| K562_expl_120156|
K562_expl 120134| K562_expl 120157|
K562_expl 120135| HepG2_expl_68818|
K562_expl_120136| K562_expl_120158|
HepG2 expl 68800| K562 expl 120159|
HepG2_expl 68801 | HepG2_expl 68819|
K562_expl_120137| HepG2_expl_68820|
HepG2_expl _68802| K562_expl 120160|
K562_expl 120138|
HepG2_expl_68803)|
K562_expl_ 120139
HepG2_expl_68804|
K562_expl_120140|
K562_expl_120141|
HepG2_expl 68805|
K562_expl_ 120142
HepG2_expl_ 68806
K562_expl 120143
HepG2_expl_68807
HepG2_expl_68808
K562_expl_120144
HepG2_expl 68809
K562_expl_120145
HepG2_expl 68810
K562 expl 120146|
K562_expl 120147|
K562_expl_ 120148|
HepG2_expl 68811|
HepG2_expl _68812|
HepG2_expl_68813)|
K562_expl_120149|
K562_expl_120150|
K562_expl_120151|
HepG2_expl 68814)|
HepG2_expl 68815|
K562_expl 120152|
HepG2_expl_68816|
K562_expl_120153|

ChIP_BRCAL
HelLa-S3 expl 6735| HeLa-S3_expl 6737| H1 expl 1239|
HelLa-S3_expl_6736| HelLa-S3_expl_6738|
KD_DDX5
U20S_exp1_1737] U20S_expl_1740]
U20S_expl_1738] U20S_expl_1741]
U20S_expl_1739]
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
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