Scale
chrl:

GPR61

RefSeq Curated
1.98271 _
Quantitative R-loop Score

0

1.0692 _
DRIP-seq_HEK293

4.8087 _
CUT&Tag_HEK293T

1.9812 _
R-ChIP-SS_HEK293T.fwd

0

R-ChIP-SS_HEK293T.rev
-1.9812

0.99946 _
DeepER_Human.fwd

3e-05

DeepER_Human

DeepER_Human.rev

-0.99811
0.686275 _
GC-skew

-0.414634
0.560976 _
AT-skew

-0.469388 _
1.9459
GRO-seq_HEK293T.fwd

0.1769 _
-0.1769 _
GRO-seq_HEK293T.rev

-2.2997 _

U20S_expl 162

GPR61

RepeatMasker

2 kb | hg38
| 109,547,000  109,548,0000 109,549,000 109,550,000  109,551,0000 109,552,000  109,553,000|
GENCODE V36 (3 items filtered)
I GNAIZ =il
RefSeq genes from NCBI
|
Stacked Quantitative R-loop Score
Quantitative R-loop Zone
V2-Level-1
] K<
[
V2-Level-4
V2-Level-8
550 ]
bigwig_99_HEK?293_Control_DRIP-seq_ChIP_NS_1_SE
bigbed_99 HEK293_Control_DRIP-seq_ChIP_NS_1_SE
———— “—
bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
bigbed_ 229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
b|gW|g_127_HEK293T_D210N_R—ChIP—SS_ChIP_SS_l_SE_de
bigwig Wﬁ‘ﬁlerEKZQiBT D210N_R-ChIP-SS ChIP SS 1 SE rev
bigbed 127 _HEK293T_D210N_R-ChIP-SS_Input_SS_1_SE
D> Il O]
el
bigwig_DeepER_Human_fwd
DeepER
wig_DeepER_Human_rev
-
GC-skew
T “ it ,‘M‘mﬂp.l_ r&,.‘,..;mm| Y . oyt o h L e
’ y W ¥ ¥ 1y " P Uil
AT-skew
",.-‘}-.'-.,.r‘.m,..l"w,hqr.lr‘.m.‘.a‘l.“‘-m.,r_,.‘,..‘.‘,q",.'-,“uﬂ'.-‘-w‘, ]‘l‘"l “Il""‘l!l‘p|"I\|I|"k""’h""\l|"""""\Ill\l“"“"“'"‘r.'.L' 1\|“|‘|||||r""‘|\|‘|||\ ~||||\|||\|,1‘"|||‘|||"""‘b‘||\|\|||\|||\|\"'
HEK293T_Control_GRO-seq.fwd
T | il —_ —_— e A e m o om -
Lt L ‘\I\I\"'""""""‘”m|\r" HEK293T_Control_GRO-seq.rev
RLFS_RloopDB
CLIP_AQR
HepG2_expl_5269]
HepG2_expl 5270[
K562_expl_ 10965 i
ChIP_BRCA1
HepG2_exp2._ 400 IIIEIEN
HeLa-S3_expl_466 |
KD DDX5
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
o _ R o
A “I I II In 1 “ I I
Repeating Elements by RepeatMasker
[ | [ | || | N O f [l ]



