Scale 2 kb} | hg38
chr12: | 70,702,000 70,703,000 70,704,000 70,705,000 70,706,000/ 70,707,000 70,708,000 70,709,000 70,710,000|
GENCODE V49 (3 items filtered)
PTPRR {1
PTPRR {1
PTPRR 1l
PTPRR 1l
PTPRR 1l
RefSeq genes from NCBI
RefSeq Curated 1
0_ Stacked Quantitative R-loop Score
Quantitative R-loop Score
0_
Quantitative R-loop Zone
HEK293 Quantitative R-loop Region
0_ HEK293 Quantitative R-loop Score
HEK293 Score
0_
HeLa Quantitative R-loop Region
0_ HelLa Quantitative R-loop Score
HelLa Score
0_
V2-Level-1
—_—
V2-Level-4
V2-Level-8
0.0972 _ bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE
DRIP-seq_HEK293
0_ h N1
bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE
1 bigwig_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
CUT&Tag_HEK293T
-1 |
bigbed_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2 PE
0.4572 _ bigwig_127 HEK293T _D210N_R-ChIP-SS_ChIP_SS_1_SE_fwd
R-ChIP-SS_HEK?293T.fwo
0_ ‘ R kAL l m m i l I i l
-0_ | bigwig 127 HEK293T D210N_R-ChIP-SS ChIP_SS 1 SE rev
R-ChlP-SS_HEKZQST.rev“‘l‘ ‘l\lﬂl \lmml‘ THUIF
N bigbed_127_HEK293T_D210N_R-ChIP-SS_Input_SS_1_SE
0.02469 _ bigwig_DeepER_Human_fwd
DeepER_Human.fwd
3e-05 _ |
bigbed_DeepER_Human
-3e-05 _ bigwig DleepER Human rev
DeepER_Human.rev
-0.03272 _
0.666667 _ GC-skew
GC-skew [ l b h“. o m ik, |
68 'I|\||IIllI\||||||‘l|r'rna—-ﬁn"|[ ‘:A\” ‘\\"‘1“““ \“rn.rl g A i |\|"h‘Iﬂ'h""q‘lﬂ“l"l':"‘ﬂr""' '1"'1!“""1IIIII\" ‘._'1I‘lIIIF,I‘I...“I‘I",-‘.““.‘;L Ko
0.52381 _ AT-skew
AT-skew “ ,‘ M‘
« ubit ol
0447368 ll\ll'\“llﬁlll"w"'nr‘hj-‘ i, ehv-.--J‘1I||||\IIII“|‘II“lll\]IlI]r“‘-mmq-Fu‘%‘"‘q «nﬁ"\“m-“m "”."“““*F“'IFIF"‘WI'"‘I|I|F‘M""m’1|‘||
No data : HEK293T_Control_GRO-seq.fwd

GRO-seqHEK293T.fwd

No data _
GRO-seq_HEK293T.rev

No data _

PTPRR

RepeatMasker

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB
CLIP_AQR
ChIP_BRCA1
KD_DDX5
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
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