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GENCODE V49 (153 items filtered)
TTC28«4| MIR5739I CHEK2 [#HHI  ZNRF3 i EmMIDIPHH| RFPL1S M« NF2 b-HHb MTMR3 b
TTC28 1 bee] ZNRF3 8 EmiD1 RFPL1S k<t NF2 -HEl MTMR3 >
Y_RNA [ RN7SL162P| xBP1] ZNRF3p>>|  EMID1HH RFPL1| NF2 -4 MTMR3 b+
CHEK2 Kl  ZNRF3 i EmiD1 RFPL1S k<t NF2 HHM MTMR3 b+
CHEK2 [} ZNRF3 i  EMID1pHH NEFHE  NF2-H MTMR3 b~
CHEK2|fiH{  ZNRF3 {  EMID1pHH THOGCS K CABP7{  MTMR3p>
CHEK2 {4l ZNRF3 §  EmiD1pHH THOCS |l CABP7H MTMR3b>
CHEK2|HKHI  ZNRF3 i  EmiD1BHHH THOCS i ZMATS HH
CHEK2 [} ZNRF3b>>>p>f  EMID1 P THOCS i ZMATS ifiH
CHEK2 [}kHi ZNRF3-T1 EMID1 pHH THOCS |l ZMATS K+
CHEK2 [FHhH! ZNRF3-AS1H EMID1 pHH THOCS |l ZMATS K+
CHEK2 HikH! ZNRF3-ASLl EMID1 THOCS |l ZMATS |
CHEK2 [}KH! c220rf31|  EMID1 b THOCS | ZMATS K-
CHEK2|[<jli  ENSG00000295282H EMID1 i THOCS | ZMATS K
CHEK?2 [fiHH1 KREMEN1 GAS2L1 THOCS K ZMATS5
CHEK2 [HHkH1 KREMEN1 GAS2L1 THOCS | ZMATS i
CHEK2 |}KH KREMEN1 GAS2L1 THOCS | ZMAT5 i
CHEK?2 [}k KREMEN1 GAS2L1 THOCS Kl ZMATS K+
CHEK2 [}kHi KREMENZ1 p GAS2L1 THOCS il ZMAT5 ik
CHEK2 [HHkH! KREMEN1pMHP#]  GAs2L1 THOCS |l ZMATS K+
CHEK2 [HHkH! KREMEN1 GAS2L1 THOCS |l ZMATS K
CHEK2 [HKi# KREMEN1 GAS2L1 THOCS | ZMATS K
CHEK2 [}k KREMEN1 GAS2L1 THOCS | ZMATS i+
CHEK2 [} KREMEN1 | AP1B1 il NF2 -HHM MTMR3 b~
CHEK2 [}KHI KREMEN1 GAS2L1} THOCS K ZMATS K+
CHEK2 [k ENSG00000226772K  EWSRL[iHH NIPSNAPLHH  zZMATSHH
CHEK2 [}KHI RNU6-810PI  GAS2L1| NIPSNAP1#H  zZMATSHH
CHEK2 [} RNU6-1219P1  AP1B1 [l NF2 -4HiH MTMR3 >
HsCBH RHBDD3 NIPSNAPLHH  ZMATSHH
HscBH RHBDD3 NIPSNAPLH  ZMATSH#H
HscBH RHBDD3 NIPSNAP1H{  ZMATSHH
HscB RHBDD3 NIPSNAPLEH  zvATSHH
HSCBH RHBDD3 NIPSNAPLHH  zZMATSHH
HSscBH RHBDD3 NIPSNAP1HH — ZMATSHEH
ENSG00000295361 H RHBDD3 ENSG000002968361 Y _RNAI
ccbc117H RHBDD3 NF2 -Hl MTMR3 b~
ccbci117|§ RHBDD3 NF2 -Hillb MTMR3 >
ccbc117[§ RHBDD3 NF2 -Hilb MTMR3 >
ccoci117§ RHBDD3 NF2 bHilb MTMR3 >
ccoci17h RHBDD3 NF2 -HH MTMR3 >
xBP1f RHBDD3 NF2 >l MTMR3 >
xBP1] ENSG000002370151 NF2 -HE MTMR3 b~
xBP1| EWSRA i NF2-Hillb  RNUG-331PI
xBP1|| EWsRA [ NF2 -Hib
xBP1| EWSR1 ] NF2 -Hill
ENSG00000226471 b-+>1 EWSRL1 [{H CABP7-DTH
ENSG00000226471 b+ EWSR1 | CABP7-DTHK
ENSG00000226471 b+ EWSRL [ ZMATS K+
ENSG00000226471 b->3 EWSRL1[fH] ZMATS K
ENSG00000226471 b+ EWsRA i ENSG000002879671
ENSG00000226471 b+l EWSR[f UQCR10|
ENSG00000272858| EWSRA[f UQCR10|
ENSG00000226471 I EwWSR1 [ UQCR10|
ENSG00000226471 -1 EWSR1|H UQCR10|
ENSG00000302057 | EWSR1 [H ENSG00000299803 H
EwsR1 [fH] Ascc2 i
EWSR[fH] Ascc2 il
EwsR1 [ Ascc2 Hilu
EWSR|fHi Ascc Hil
EwsRA il Asccz
EWSRA [ Asccz iy
EwsR1 [ Ascc2 HH
EwsRA i Asce ik
EWSRA[fH Asccz [iHu
EWSR1 [ Asce2 ik
EWSR[fH] Ascce2 il
EwsR1 [ Ascc Hiln
EwsR1 [ Ascc2 H
EwsRA i Ascc Kl
EwWsRA il Asccz Kl
EwsRA1 [ Asccz il
EwsR1 [H Asce2 iy
EWsRA i Asce iy
EWSR1 [ Asccz HiHy
EWSR1 [ Ascce2 i
EWSR1 [l Ascce2 il
EwsR1 [ Ascc Hiln
EwsRA i Ascc Hil
EwsRA i Ascc HiHy
EWSRA [ Ascc i
EwsRA [ Asce il
EWSRA[fH Asccz iy
EWSRA[fH] Asccz iy
EWSR[fH Ascce2 i
EWSR1 [ Ascc2 il
EWsRA [fil Ascc2 Hiln
EWSR1 [H] Ascc2 Hily
EwsRA1 i Asccz Kl
EWSRA[f Asccz HiHy
EwWsRA [ Asccz [y
EwWsRA i Asce i
EwsSR [ Asccz [y
EWSR1 [j] Asccz [y
EWSR1[ftH Ascce2 il
EWSR[fH] Asce2 il
EWsR1 [ Ascc Hil
EwsRA i Ascc2 Hil
EwsRA i Ascc Kl
EWsSRA [ Asccz iy
EWSRA i Asce [k
EWsRA [ Asce [k
EWSR1 [ Asccz HiHy
EWsSR1 [j Asce2 [
EWSR1 [pf] Ascc2 il
EwsRA1 il Ascc Hiln
EWSR1 Ascc Hil
EwsRA1 i Asccz
EWSRA [ Asccz il
EWsSR1 [ Asccz iy
EwWsRA1 [ Asce iy
EWSRA[fH] Asccz HHy
EWSR1 [l Ascez il
EwWsR1 [j] Asce2 i
EWSRL [
EWSRL1[fH]
EWSRL[fH
EWSRL [
EWSRA[fH
EWsRA [
EWSRA1 [
EWSR[fH
ENSG00000301612 K
ENSG00000301612H
GAS2L1
GAS2L1
GAS2L1
GAS2L1
GAS2L1
GAS2L1
GAS2L1
GAS2L1
GAS2L1
RASL10A
RASL10A
RASL10A
RASL10A
ENSG000002732161
AP1B1 I«
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 [l
AP1B1 [
AP1B1 [l
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 il
AP1B1 [l
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 i<
AP1B1 il
ENSG00000280968|
SNORD125|
ENSG00000290778 >H
ENSG00000290778 b
ENSG00000282816|
ENSG00000234208 K
RefSeq genes from NCBI
RefSeq Curated —Ht = 1 HthHH Bl FH———8HHHHH B 0 B SR —HEH HRH W —
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K562_expl_120165 |

K562_expl_120175| K562_expl 120222|
HepG2_expl 68826 |

K562_expl _120246| K562_expl 120349| K562_expl_120427|
K562_expl_120176|

HepG2_expl 68876 K562 _expl_120266| K562_expl 120378| K562_expl_120444|

HepG2_expl 68827
HepG2_expl_ 68828

HepG2_expl _68833|
| K562_expl_120187|

HepG2_expl 68880 K562_expl_120308|

HepG2_expl 68877| K562 _expl 120267| K562 _expl 120379|

K562_expl_120445|

K562_expl 120396|

K562_expl_120166 | HepG2_expl 68847| K562_expl_120227| K562_expl_120310|
K562_expl_120167 | HepG2 expl 68848| K562 expl 120234| K562 expl 120345|
K562_expl_120168 | K562 expl 120202| K562 expl 120235|

K562_expl_120397|
K562_expl 120400|
K562 _expl 120346| K562_expl 120401|

K562_expl 120169|
K562_expl_120170|

K562_expl_ 120203|
K562_expl 120204

K562_expl 120171| K562_expl 120205|

K562_expl 120236|
K562_expl 120237|
HepG2_expl 68901 |

HepG2_expl 68829
K562_expl_120172|
K562_expl_120173|
K562_expl_120174|
HepG2_expl_68830|
HepG2_expl 68831|

HepG2_expl_68867|
HepG2_expl_68868|
HepG2_expl_68869|
HepG2_expl_68870)|
HepG2_expl_68871|
HepG2_expl 68872|

K562_expl 120241 |
K562_expl_120242|
K562_expl_120243|
K562_expl_120244|
K562_expl_120245|
K562_expl 120247|

K562_expl 120348|
HepG2_expl_68954|
HepG2_expl_68955|
K562_expl_ 120350
K562_expl_120351|
HepG2_expl_68956|
K562_expl_120352|
HepG2_expl_68957|
K562 expl 120353|

K562 _expl 120422|
K562_expl 120423|
K562_expl_120428|
K562_expl_120429]|
K562_expl_120430|
K562_expl_120431|
K562_expl_120432|
K562_expl_120433|
HepG2_expl 69012|

HepG2_expl_68832| HepG2_expl 68873|
HepG2_expl _68834|
K562_expl_120177|

K562_expl 120248| K562 expl 120354|
HepG2_expl 68878| K562 _expl_120271|
K562_expl_120225| K562_expl_ 120273|

HepG2_expl 69013|
K562_expl 120386 K562 _expl 120446|
K562_expl_120387|

K562_expl 120178|
K562_expl_120179|
K562_expl_120180|
K562_expl_120181|
K562_expl_120182|
HepG2_expl_68835|
K562 _expl 120183|
K562 _expl 120184|
K562_expl 120185|
K562_expl_120186|
HepG2_expl_68836|
K562_expl_120188
K562_expl_120189
HepG2_expl 68837
K562_expl_120190
K562_expl_ 120191
K562_expl_ 120192
K562_expl_120193
HepG2_expl 68838
K562_expl_ 120194
K562_expl_120195|
K562_expl 120196|
K562_expl_120197
HepG2_expl 68839
K562_expl_120198
HepG2_expl 68840
HepG2_expl 68841
HepG2_expl 68842

K562_expl_120226|
HepG2_expl _68879|
HepG2_expl 68881 |
HepG2_expl _68882|

K562_expl 120274| K562 expl 120388|

K562_expl_120228
HepG2_expl_68883
K562_expl_120229
K562_expl_120230
HepG2_expl 68884
HepG2_expl 68885
HepG2_expl 68886
K562_expl_120231
HepG2_expl 68887
HepG2_expl 68888
HepG2_expl_ 68889
HepG2_expl 68890
K562_expl_120232
HepG2_expl 68891
HepG2_expl 68892
HepG2_expl_68893
HepG2_expl 68894
HepG2_expl 68895
K562_expl_120233
HepG2_expl_68896
HepG2_expl_68897
HepG2_expl 68898|
HepG2_expl_68899|
HepG2_expl_68900|

K562_expl 120301|
K562_expl_120309|
K562_expl_ 120311
K562_expl_120312|
K562_expl_120313|
K562_expl 120314|
K562_expl_120315|
K562_expl 120316|
K562_expl 120317
K562_expl 120318
K562_expl 120319
HepG2_expl_ 68939
K562_expl_ 120320
K562_expl 120321
HepG2_expl 68940
HepG2_expl 68941
K562_expl_ 120322
K562_expl 120323
HepG2_expl 68942
K562_expl_120324
K562_expl_120325
HepG2_expl 68943

K562_expl_120326|
HepG2_expl_68944|
HepG2_expl 68945|
HepG2_expl 68946|
K562_expl_120327|

HepG2_expl_68990|

K562_expl_120398|
K562_expl 120399|
K562_expl_120402|
HepG2_expl_68991
K562_expl 120403|
K562_expl_120404|
K562_expl 120405|
K562 _expl_120406|
HepG2_expl_68992|
K562_expl_ 120407
K562_expl_120408|
HepG2_expl 68993
K562_expl_120409|
HepG2_expl 68994|
K562_expl_120410|
K562_expl_120411|
K562_expl_120412|
HepG2_expl 68995|
K562_expl_120413|
K562_expl_120414)|
K562_expl_120415|

HepG2_expl_68996|
K562_expl_120416|
HepG2_expl 68997 |
K562_expl 120417|
HepG2_expl_68998|

HepG2_expl 68843
K562_expl_120199
K562_expl_120200

HepG2_expl 68844
HepG2_expl 68845

K562_expl 120238|

HepG2_expl 68958| HepG2_ expl 69014|
K562_expl_120239|

K562_expl 120355| K562 _expl 120434|
K562_expl_120240| K562_expl_120356| K562 expl 120435|
K562_expl_120249| K562_expl_120357| K562 expl 120436|
K562_expl _120250| HepG2_ expl 68959

HepG2_expl_68846

K562_expl_120201
HepG2_expl_68849|
HepG2_expl_68850|
HepG2_expl_68851|
K562_expl 120206|
K562_expl 120207
HepG2_expl_68852|
K562_expl_120208|
HepG2_expl_68853|
K562_expl_120209|
HepG2_expl 68854|
HepG2_expl 68855
K562_expl 120210
HepG2_expl 68856
K562_expl_ 120211
K562_expl_120212
HepG2_expl 68857
HepG2_expl_ 68858
K562_expl_120213
HepG2_expl 68859
K562_expl 120214
HepG2_expl 68860

K562_expl 120251|
K562 _expl 120252|
K562_expl 120253|
K562_expl_120254|
K562_expl_120255|
K562_expl_120256|
K562_expl 120257
K562_expl 120258|
HepG2_expl_68902|

K562_expl_120259
K562_expl_120260
HepG2_expl 68903
HepG2_expl 68904
K562_expl 120261
HepG2_expl 68905
K562_expl 120262
HepG2_expl 68906
K562_expl 120263
HepG2_expl 68907
K562_expl_120264
K562_expl_120265
HepG2_expl 68908|
HepG2_expl_68909|

K562_expl_120358|
K562_expl 120359|
K562_expl_120363|
K562_expl_120364|
K562_expl_120366|
K562_expl_120367|
K562_expl_120372|
K562_expl_120374|
K562_expl_120375|
K562_expl_120376|
K562_expl_120377|
HepG2_expl 68976
K562_expl_ 120380
HepG2_expl 68977
K562_expl_ 120381
HepG2_expl 68978
HepG2_expl 68979
K562_expl_ 120382
K562_expl_ 120383
HepG2_expl_68980
HepG2_expl 68981
K562_expl 120384

K562_expl_120437|
HepG2_expl 69015|
HepG2_expl 69016|
K562_expl 120438|
HepG2_expl 69017|
K562_expl_120439|
K562_expl_120440|
K562_expl_120441|
K562_expl_120442|
K562_expl_120443|

K562_expl 120385
HepG2_expl 68985
HepG2_expl_68986
K562_expl_ 120389
HepG2_expl_ 68987
K562_expl_ 120390
K562_expl_ 120391
K562_expl 120392
HepG2_expl 68988
K562_expl 120393|
K562_expl_120394|
K562_expl_120395|
HepG2_expl_68989|
HepG2_expl_68999|
K562_expl_120418|
HepG2_expl_69000)|
K562_expl 120419|
HepG2_expl 69001 |

K562_expl 120215
HepG2_expl 68861
K562_expl_ 120216
K562_expl_ 120217
HepG2_expl_68862
HepG2_expl_68863
K562_expl_120218
HepG2_expl 68864
K562_expl_ 120219
K562_expl 120220
HepG2_expl 68865
K562_expl 120221
HepG2_expl 68866

K562_expl_120223|

HepG2_expl _68874|

HepG2_expl _68875|

K562_expl 120224|

HepG2_expl_68910|
K562_expl 120268|
HepG2_expl 68911 |
K562_expl 120269 |
K562_expl_120270|
HepG2_expl_68912|
K562_expl 120272|
HepG2_expl 68913|
HepG2_expl_68914|
K562_expl 120275|
K562_expl 120276
HepG2_expl_68915
HepG2_expl_ 68916
K562_expl_ 120277
HepG2_expl_ 68917
HepG2_expl_68918
HepG2_expl 68919

K562 expl 120278
HepG2_expl 68920
K562_expl_120279|
K562_expl_120280
HepG2_expl 68921
K562_expl 120281
HepG2_expl 68922
HepG2_expl 68923
K562_expl_120282
K562_expl_ 120283
HepG2_expl 68924
K562_expl_120284
HepG2_expl 68925

K562 _expl 120420|
HepG2_expl_69002|
K562_expl_120421|
HepG2_expl 69003|
K562_expl_120424|
HepG2_expl_69004)|
K562_expl 120425|
HepG2_expl_69005|
K562_expl_120426|
HepG2_expl 69006
HepG2_expl 69007 |
HepG2_expl_69008|
HepG2_expl_69009|

K562_expl 120285
K562_expl_120286
HepG2_expl 68926
K562_expl_120287
HepG2_expl 68927
K562_expl_ 120288
K562_expl_120289
K562_expl_120290
K562_expl 120291
HepG2_expl_68928
K562_expl_ 120292
HepG2_expl_ 68929
K562_expl_120293
HepG2_expl_68930
K562_expl_120294
HepG2_expl 68931
K562_expl_120295
K562_expl_120296
HepG2_expl 68932
K562_expl_120297
HepG2_expl 68933
HepG2_expl 68934
K562_expl_ 120298
K562_expl_120299
HepG2_expl 68935
K562_expl_120300
HepG2_expl 68936
HepG2_expl_68937|
K562_expl_120302|
K562_expl_120303|
K562_expl_120304)|
K562_expl 120305|
K562_expl_120306|
K562 _expl 120307|
HepG2_expl 68938|
K562_expl 120328|
K562_expl_120329)|
K562_expl_120330|
K562_expl_120331|
K562_expl_120332|
K562_expl_120333
HepG2_expl 68947
K562_expl_120334
K562_expl_120335
K562_expl_120336
K562_expl_120337
K562_expl_120338
K562_expl_ 120339
K562_expl_120340
HepG2_expl 68948
HepG2_expl_68949|
K562_expl_120341|
HepG2_expl 68950)|
HepG2_expl 68951
HepG2_expl 68952|
K562_expl 120342|
K562_expl_120343|
HepG2_expl_68953|
K562_expl_120344)|
K562_expl 120347|
HepG2_expl 68960
K562_expl_120360
HepG2_expl 68961
K562_expl_120361
K562_expl_120362
HepG2_expl 68962
HepG2_expl_68963
K562_expl_ 120365
HepG2_expl_68964|
K562_expl 120368|
HepG2_expl_68965|
K562 _expl 120369|
K562 _expl 120370|
K562 _expl 120371|
HepG2_expl_68966|
HepG2_expl_68967|
HepG2_expl_68968|
K562_expl_120373|
HepG2_expl_68969|
HepG2_expl_68970|
HepG2_expl_68971
HepG2_expl 68972|
HepG2_expl 68973|
HepG2_expl 68974|
HepG2_expl_68975|
HepG2_expl 68982|
HepG2_expl_68983|
HepG2_expl_68984|

HepG2_expl 69010|

HepG2_expl 69011|
HepG2_expl 69018|
HepG2_expl_69019|

ChIP_BRCAL
H1_expl_1241|
HepG2_exp2_6490|

H1_expl_1240|

K562_expl 402| HepG2_exp2 6487|
K562_expl_403|
K562_expl_404|

HelLa-S3_expl_6743|
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Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
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