Scale chr12:

RefSeq Curated

RepeatMasker

100 kb hg38 56,450,000 56,500,000 56,550,000 56,600,000 GENCODE V36 (49 items filtered)

RefSeq genes from NCBI

Stacked Quantitative R-loop Score

Quantitative R-loop Zone

V2-Level-1

V2-Level-4

V2-Level-8 bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_fwd

bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_rev

bigbed_127_HEK293T_D210N_R-ChIP-SS_Input_SS_1_SE

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

CLIP_AQR

ChIP_BRCA1

KD_DDX5

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

AC024884.2

TIMELESS TIMELESS MIP

AC097104.1 SPRYD4

GLS2 GLS2

GLS2 GLS2

RBMS2 RBMS2 RBMS2 RBMS2 RBMS2 RNU6-343P

BAZ2A

BAZ2A BAZ2A

ATP5F1B SNORD59A

K562_exp1_41468 HepG2_exp1_21094 K562_exp1_41469 K562_exp1_41470 HepG2_exp1_21095 HepG2_exp1_21096 K562_exp1_41471 HepG2_exp1_21097 K562_exp1_41472 K562_exp1_41473 HepG2_exp1_21098 K562_exp1_41474 HepG2_exp1_21099 K562_exp1_41475 HepG2_exp1_21100 HepG2_exp1_21101 HepG2_exp1_21102 HepG2_exp1_21103 HepG2_exp1_21104 K562_exp1_41476 K562_exp1_41477 K562_exp1_41478 K562_exp1_41479 HepG2_exp1_21105 HepG2_exp1_21106 K562_exp1_41480 HepG2_exp1_21107 K562_exp1_41481 K562_exp1_41482 HepG2_exp1_21108 K562_exp1_41483 K562_exp1_41484 K562_exp1_41485 HepG2_exp1_21109 K562_exp1_41486 K562_exp1_41487 HepG2_exp1_21110 K562_exp1_41488 K562_exp1_41489 K562_exp1_41490 HepG2_exp1_21111 K562_exp1_41491 HepG2_exp1_21112 HepG2_exp1_21113 K562_exp1_41492 HepG2_exp1_21114 K562_exp1_41493 K562_exp1_41494 K562_exp1_41495

HepG2_exp1_21115

K562_exp1_41496 HepG2_exp1_21116 HepG2_exp1_21117

K562_exp1_41497 K562_exp1_41498 HepG2_exp1_21118

K562_exp1_41499 HepG2_exp1_21119 K562_exp1_41500 K562_exp1_41501 HepG2_exp1_21120 HepG2_exp1_21121 K562_exp1_41502 K562_exp1_41503 K562_exp1_41504 K562_exp1_41505 K562_exp1_41506 K562_exp1_41507 K562_exp1_41508 HepG2_exp1_21122 HepG2_exp1_21123 K562_exp1_41509 HepG2_exp1_21124 HepG2_exp1_21125 K562_exp1_41510 HepG2_exp1_21126 HepG2_exp1_21127 K562_exp1_41511 K562_exp1_41512 HepG2_exp1_21128 K562_exp1_41513 HepG2_exp1_21129 K562_exp1_41514 HepG2_exp1_21130 HepG2_exp1_21131 K562_exp1_41515 HepG2_exp1_21132 HepG2_exp1_21133 HepG2_exp1_21134 HepG2_exp1_21135 K562_exp1_41516 K562_exp1_41517 K562_exp1_41518 HepG2_exp1_21136 K562_exp1_41519 K562_exp1_41520 K562_exp1_41521 K562_exp1_41522 K562_exp1_41523 HepG2_exp1_21137 HepG2_exp1_21138 HepG2_exp1_21139 K562_exp1_41524 K562_exp1_41525 K562_exp1_41526 HepG2_exp1_21140 K562_exp1_41527 HepG2_exp1_21141 K562_exp1_41528 K562_exp1_41529 K562_exp1_41530 K562_exp1_41531 K562_exp1_41532 K562_exp1_41533 K562_exp1_41534 K562_exp1_41535 K562_exp1_41536 HepG2_exp1_21142 K562_exp1_41537 HepG2_exp1_21143 K562_exp1_41538 K562_exp1_41539 K562_exp1_41540 HepG2_exp1_21144 K562_exp1_41541 K562_exp1_41542 HepG2_exp1_21145 K562_exp1_41543 K562_exp1_41544 HepG2_exp1_21146 HepG2_exp1_21147 K562_exp1_41545 K562_exp1_41546 HepG2_exp1_21148 K562_exp1_41547 K562_exp1_41548 K562_exp1_41549 K562_exp1_41550 K562_exp1_41551 K562_exp1_41552 K562_exp1_41553 K562_exp1_41554 K562_exp1_41555 K562_exp1_41556 K562_exp1_41557 K562_exp1_41558 HepG2_exp1_21149 K562_exp1_41559 K562_exp1_41560 HepG2_exp1_21150

K562_exp1_41561

HepG2_exp1_21151 HepG2_exp1_21152 HepG2_exp1_21153

K562_exp1_41562 K562_exp1_41563

HepG2_exp1_21154 HepG2_exp1_21155 HepG2_exp1_21156 HepG2_exp1_21157 HepG2_exp1_21158

K562_exp1_41564

HepG2_exp2_1497 HepG2_exp1_302 HeLa-S3_exp1_2677 GM12878_exp1_331 H1_exp1_432 HeLa-S3_exp1_2678 H1_exp1_433 HepG2_exp2_1498

HeLa-S3_exp1_2679 HeLa-S3_exp1_2680 H1_exp1_434 HepG2_exp1_303 K562_exp2_644 K562_exp2_645 HepG2_exp2_1499

U2OS_exp1_518 U2OS_exp1_519

RP11-121C6.5

RP11-121C6.4

TIMELESS

MIP SPRYD4

GLS2

HSPD1P4

RBMS2

RNU6-343P

BAZ2A

ATP5B

SNORD59A

Quantitative R-loop Score

0.229127 _ 0 _

DRIP-seq_HEK293

2.6892 _ 0 _

CUT&Tag_HEK293T

9.0831 _ 0 _

R-ChIP-SS_HEK293T.fwd

1.6764 _ 0 _ R-ChIP-SS_HEK293T.rev

-0 _

-1.2192 _

DeepER_Human.fwd

0.99962 _

3e-05 _

DeepER_Human.rev

-2e-05 _

-0.99947 _

GC-skew

0.902439 _

-1 _

AT-skew

0.913043 _

-1 _

GRO-seq_HEK293T.fwd

4.0687 _

0.1769 _

GRO-seq_HEK293T.rev

-0.1769 _

-7.9605 _