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->TGAAGCTGCTGCTACTCGGTGAGGGGCTGGAGGCGGGGACTGAGTGGTGGTCGGGAGAGCCT
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Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

GNAI3 “I I II In il “ I I

Repeating Elements by RepeatMasker

RepeatMasker



