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RLFS_RloopDB

GENCODE VM38 (9 items filtered)

RefSeq genes from NCBI

Repeating Elements by RepeatMasker

Ptpn4
Ptpn4
Ptpn4

Gm70867 Gm28209
Gm28209
Gm28209
Gm28209

Quantitative Score
1.75569 _

0 _

BisMapR_mESC.fwd
2.2092 _

0 _

BisMapR_mESC.rev
0 _

-1.5585 _

CUT&Tag_mESC
6.6231 _

0 _

GC-skew
0.740741 _

-0.818182 _

AT-skew
0.805556 _

-0.657895 _

GRO-seq_MEFs.fwd
No data _

No data _

GRO-seq_MEFs.rev
0 _

-0.227364 _


