Scale chr8:

GENCODE V36 RefSeq Curated Level-1 Level-3 Level-5

Gap

Short Match GTEx Gene V8 RepeatMasker

500 bases hg38 6,442,500 6,443,000 GENCODE V36 RefSeq genes from NCBI R-loop_Zone_Level

GC-skew

AT-skew

G4-motif Transcription

RLFS_RloopDB ChIP_BRCA1 CLIP_AQR KD_DDX5 Gap Locations GC Percent in 5-Base Windows

Perfect Matches to Short Sequence () Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019) Repeating Elements by RepeatMasker

GC-skew

0.47619 _ -0.35 _ AT-skew

0.257143 _ -0.373134 _

GRO-seq_HEK293T.fwd GRO-seq_HEK293T.rev

GC Percent

70 _ 30 _