Scale chr1:

RefSeq Curated

RepeatMasker

200 kb hg38 35,400,000 35,500,000 35,600,000 35,700,000 35,800,000 35,900,000 36,000,000 36,100,000 36,200,000 GENCODE V36 (59 items filtered)

RefSeq genes from NCBI

Level-1

Level-3

Level-5

bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

ChIP_BRCA1

CLIP_AQR

KD_DDX5

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

ZMYM4 RN7SL503P SNORA62

ZMYM4-AS1 Metazoa_SRP

KIAA0319L KIAA0319L

NCDN

NCDN NCDN TFAP2E-AS1

TFAP2E

PSMB2 PSMB2

C1orf216

CLSPN CLSPN CLSPN CLSPN AL354864.1

AGO4

AGO1

AGO1 AGO1 AGO1 AL139286.2

AL139286.1

AGO3

AGO3 AGO3 AGO3 AL138787.2

AL138787.2

TEKT2 ADPRS COL8A2 COL8A2 COL8A2

TRAPPC3 TRAPPC3 TRAPPC3

TRAPPC3 TRAPPC3 TRAPPC3 TRAPPC3

MAP7D1

MAP7D1 MAP7D1

RN7SL131P

K562_exp1_715 K562_exp1_716 HeLa-S3_exp1_717 HepG2_exp1_718 HeLa-S3_exp1_719 GM12878_exp1_720 HeLa-S3_exp1_721

HepG2_exp2_722 K562_exp1_723

K562_exp1_724 HepG2_exp1_725 K562_exp1_726 HepG2_exp2_727 K562_exp1_728

HeLa-S3_exp1_729 HeLa-S3_exp1_730 HeLa-S3_exp1_731 K562_exp1_732 GM12878_exp1_733 HeLa-S3_exp1_734 K562_exp1_735

K562_exp1_1616 K562_exp1_1617 K562_exp1_1618 K562_exp1_1619 K562_exp1_1620 K562_exp1_1621 HepG2_exp1_1622 K562_exp1_1623 K562_exp1_1624

K562_exp1_1625 K562_exp1_1626 K562_exp1_1627 K562_exp1_1628 K562_exp1_1629

K562_exp1_1630

K562_exp1_1631 K562_exp1_1632

K562_exp1_1633 K562_exp1_1634 K562_exp1_1635

K562_exp1_1636

K562_exp1_1637 K562_exp1_1638

K562_exp1_1639

HepG2_exp1_1640

K562_exp1_1641

K562_exp1_1642 K562_exp1_1643 K562_exp1_1644

K562_exp1_1645 K562_exp1_1646

K562_exp1_1647

K562_exp1_1648

K562_exp1_1649 K562_exp1_1650

K562_exp1_1651 K562_exp1_1652 K562_exp1_1653 K562_exp1_1654 K562_exp1_1655 K562_exp1_1656 K562_exp1_1657 K562_exp1_1658 K562_exp1_1659 K562_exp1_1660 K562_exp1_1661 K562_exp1_1662 K562_exp1_1663 K562_exp1_1664 K562_exp1_1665 K562_exp1_1666 K562_exp1_1667 K562_exp1_1668 K562_exp1_1669 K562_exp1_1670 K562_exp1_1671

U2OS_exp1_111

ZMYM4

RN7SL503P

SNORA62

RPL5P4

ZMYM4-AS1

Metazoa_SRP

KIAA0319L

RP4-728D4.3

NCDN

RP4-728D4.2

TFAP2E

PSMB2

C1orf216

CLSPN

RP11-435D7.3

AGO4

AGO1

RP4-789D17.4

AGO3

RP4-665N4.8

RP4-665N4.4

TEKT2

ADPRHL2

COL8A2

TRAPPC3

MAP7D1

RN7SL131P

DRIP-seq_HEK293

3.2724 _ 0 _

CUT&Tag_HEK293T

11.7546 _ 0 _

R-ChIP_HEK293T.fwd

1.9812 _ 0 _

R-ChIP_HEK293T.rev

-0 _

-4.8768 _

DeepER_Human.fwd

0.99983 _

2e-05 _

DeepER_Human.rev

-2e-05 _

-0.99982 _

GC-skew 1 _ -1 _

AT-skew 1 _ -1 _

GRO-seq_HEK293T.fwd

3.538 _

0.1769 _

GRO-seq_HEK293T.rev

-0.1769 _

-4.5994 _