Scale 500 kbl | hg38

chr22: 28,500,000 29,000,000| 29,500,000|
GENCODE V36 (132 items filtered)
TTC28«4| MIR5739I CHEK2|H ZNRF3p>>>->p>>fi  EMIDIHM RFPL1| NF2 ) MTMR3 b~
TTC28 H fee] ZNRF3b>>>p>>f|  EMID1 i NEFHE NP2 MTMR3 b~
Y_RNA [ RN7SL162P| xBP1] ZNRF3p>—>f  EMIDIH{H ~ AC000035.11 NF2 b MTMR3 -
CHEK2 [}HkH ZNRF3-IT1 RHBDD3fi THOGCS i CABP7H MTMR3p~>
CHEK2 [§}<! ZNRF3-AS1H AL031186.11 THOCS | ZMAT5 i
CHEK2 [}HkH! Cc220rf31| EwsR1[iH THOCS |l Y_RNAI
CHEK2 [HHkH! KREMEN1 GAS2L1} THOCS it Ac004882.31
CHEK2 [} KREMEN1 | AP1B1 Hiii< NF2Pb-HIll  RNU6-331PI
CHEK2 [}kHI KREMEN1 GAS2L1| AC005529.1 K UQCR10|
CHEK2 [k AL021393.1K  EWSRLIHH NIPSNAP1#H UQCRI10]
CHEK2 [}KHI RNU6-810P1  GAS2L1| NF2 -k
CHEK2 [} RNU6-1219P1  AP1B1 I NF2 -Hib
HSCBH EWSRA i NF2 -HEl
HSCBH EWSRL[iH NF2 -Hil
ccbc117H EWsSR1[fH] NF2 -Hilh
ccbc117§ EwsR1 [jH] NF2 -Hih
ccoc117§ EWSR1|[H AC004882.1H
xBP1f EWSRL [ AC004882.2H
xBP1f GAS2L1} Ascc2 Ml
xBP1| GAS2L1| Asccz HiHy
xBP1| GAS2L1| Asce [k
793930.2 -4 RASL10A|
793930.2 > RASL10A|
793930.21 AC002059.11
793930.3! AP1B1
793930.21l AP1B1 [l
AP1B1 il
AP1B1 Jiffl<<
AC002059.2|
SNORD125|
RefSeq genes from NCBI
RefSeq Curated — = 1 HthtH HI F——HHHHH HEHHE S B S HHEH B B —
IIIIlIIII_I(ﬁ:{I?III-I:ILIIIIIIIIllllllﬂllllm TLIRLORR AT ATCTCroiL el > WRUNT RISUR TR < L [T BIRT RUITE AN (LI
LTI LT TR R TR < WY < THTC I ITT NIRRT <TG R JHITERIN SETIN <11 I <ITyARmin
Wrnrmmnia mimrinm x«alil 1nn [N [ILRNANED> > F (<7 I RRE ]
| I [I | [l n M [IN] IIl}I{l.JII III
vel-3
11 LI 1O A T AT T I A R A [ 1 canl (mmme NURUETN TR W RO nunrrm e o
11 [ Tl A I I R A AT T 1 11 [ | | (LRI <A 11 ruommm e reemer mer 1
| | | | 11 (L O/ N 1 [N mir o i
I I | II | I | 1 |
Level-5
| 1 [ ] 1 mmn w1 L 1 | I (1] IRl
i | | II 1 II | [ 1
5.4108 _ bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE
DRIP-seq_HEK293 W
0_ NENSENERARRARAANEN Y IR REAN Y ! A
bi(T;bed_99_HEK293_C0ntroI_DRIP—seq_ChIP NS 1 SE
[ Ii | | N III [ | I II 11 IIT’I m IIIIIIII I | IIII{ 1 "II |
1 |
18.7005 _ bigwig_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
CUT&Tag_HEK293T

0_ Wb TR | ol bl L e b bt J\l\\lulh\llld Jm‘.Hm‘hlmm ol a.LJ Ll b ol ¢ il s Lo il
bighed 229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChlP_NS_2 PE
| 1T 1 T | [ | 1m0 i min mmunr w1 |
I | NI | nm | II|IIII [[}]
13.4112 _ bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd
R-ChIP_HEK293T.fwd
0_ !
bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE |
| | |
0_ bigwig 127 HEK293T D210N R-ChIP_ChIP_SS 1 SE rev |
R-ChIP_HEK293T.rev
-2.8956 _
0.99975 _ bigwig_DeepER_Human_fwd
DeepER_Human.fwd h ‘ ] ‘ J \ l |
1e-05 _ | HH “ | M L L] LMI Ll '“” Jl‘i)m I
bigbed_DeePER Human
L e TR g e gy
| I
deOS_ . bigwig DeepER Human rev Tl L]
DeepER_Human.rev [ [ TTTITTTd [ M T [Tl ‘ ||\ LN 1T
-0.9999 _
1_ ‘ | GC-skew
R L |y il 0 |
GC-skew Dt o oo i o o ot o i
,l_
| | | AT-skew ‘
R » ‘ . w I
AT-skew e s A0 ol i
_]_7
7.4298 _ HEK293T_Control_GRO-seq.fwd
GRO-seq_HEK?293T.fwd
0-1769_ . PR I PR PO S M A (R P R Y i ¥ Y b " . i el i __.,_.Ml_ SRR S R R U (T TR i P L ol b el
-0.1769 _ ol ... HEK293T Control GRO-seqrev .. .
GRO-seq_HEK293T.rev
-7.2529 _
RLFS_RloopDB
| | Il LI S O VO AR B (I S AN | FUCE T RETRID | (W e woe e W Fornr i [l |
| 1 | | [ i [ 1] | (N 1] [T | [T |
| 11 1N [ R (W] | 1
I [} :I |
ChIP_BRCAL
K562_exp2_17897| HepG2_expl 17910| Hela-S3_expl_17914| HepG2_expl 17922|
K562_exp2_17898| HepG2_expl 17911 HepG2_expl 17915|
K562_exp2_17899| HepG2_expl 17912| Hela-S3_expl 17916|
HeLa-S3_expl_17900| HelLa-S3_expl_17913| HepG2_expl 17917|
HepG2_expl 17901| HeLa-S3_expl_17918|
HepG2_expl_17902| HepG2_expl_17919|
HelLa-S3_expl_17903| GM12878_expl_17920|
HelLa-S3_expl 17904| HeLa-S3_expl 17921|
HepG2_expl 17905|
HepG2_expl 17906|
HepG2_expl_17907|
HepG2_expl_17908|
HepG2_expl 17909|
CLIP_AQR
K562 _expl 24562| HepG2 expl 24583| K562 expl 24610|
HepG2_expl 24563| HepG2 expl 24584| K562_expl 24611|
K562_expl 24564| HepG2 expl_24585| K562_expl_24612|
K562_expl 24565| HepG2 expl 24586|  K562_expl_24613|
K562_expl 24566| HepG2_expl 24587|  K562_expl_24614|
K562_expl 24567 HepG2_ expl 24588| K562_expl_24615|
HepG2_expl_24568 K562_expl 24594| K562 _expl_24619)|
HepG2_expl_24569 K562_expl_24595| HepG2_expl_24620 |
K562_expl_ 24570 HepG2_expl 24596| K562 _expl 24621|
HepG2_expl 24571 K562_expl 24597 | HepG2_expl 24622 |
HepG2_expl 24572 K562 _expl 24598|  K562_expl 24623|
HepG2_expl 24573 HepG2_expl 24599| HepG2_expl 24624|
K562_expl 24574 HepG2_expl _24600|
HepG2_expl 24575 K562_expl_24601|
K562_expl_24576 K562_expl _24602|
HepG2_expl_24577 K562_expl_24603|
HepG2_expl_ 24578 K562_expl_24604 |
K562_expl_24579 K562_expl_24605|
K562 _expl 24580 HepG2_expl 24606 |
HepG2_expl 24581 K562_expl 24607|
HepG2_expl 24582 K562_expl 24608|
HepG2_expl 24589| K562_expl 24616|
HepG2_expl_24590| K562_expl_24617|
HepG2_expl 24591 | K562_expl_24618|
HepG2_expl _24592|
HepG2_expl_24593|
K562_expl_24609|
KD_DDX5
U20S_expl_1742| U20S_expl_1745] U20S_expl_1747|
U20S_expl_1743| U20S_expl_1746]
U20S_expl_1744] U20S_expl_1748]
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
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