Scale chr22:

RefSeq Curated

RepeatMasker

500 kb hg38 28,500,000 29,000,000 29,500,000 GENCODE V36 (132 items filtered)

RefSeq genes from NCBI

Level-1

Level-3

Level-5

bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

ChIP_BRCA1

CLIP_AQR

KD_DDX5

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

TTC28 TTC28 Y_RNA

MIR5739

RN7SL162P

CHEK2

CHEK2 CHEK2 CHEK2 CHEK2 CHEK2 CHEK2 CHEK2 CHEK2 CHEK2

HSCB HSCB CCDC117 CCDC117 CCDC117

XBP1

XBP1 XBP1 XBP1 XBP1 Z93930.2 Z93930.2 Z93930.2 Z93930.3 Z93930.2

ZNRF3

ZNRF3 ZNRF3 ZNRF3-IT1

ZNRF3-AS1

C22orf31 KREMEN1 KREMEN1 KREMEN1 AL021393.1

RNU6-810P

RNU6-1219P

EMID1 EMID1 EMID1

RHBDD3 AL031186.1

EWSR1

EWSR1

EWSR1 EWSR1 EWSR1 EWSR1 EWSR1 EWSR1

GAS2L1

GAS2L1

GAS2L1

GAS2L1 GAS2L1 GAS2L1 RASL10A RASL10A AC002059.1

AP1B1

AP1B1

AP1B1 AP1B1 AP1B1 AP1B1 AC002059.2 SNORD125

RFPL1

NEFH AC000035.1

THOC5 THOC5 THOC5 THOC5

AC005529.1

NIPSNAP1

NF2 NF2 NF2

NF2

NF2 NF2 NF2 NF2 NF2 NF2 AC004882.1 AC004882.2

CABP7 ZMAT5 Y_RNA AC004882.3

UQCR10 UQCR10

ASCC2 ASCC2 ASCC2

MTMR3 MTMR3 MTMR3 MTMR3

RNU6-331P

K562_exp2_17897 K562_exp2_17898 K562_exp2_17899 HeLa-S3_exp1_17900 HepG2_exp1_17901 HepG2_exp1_17902 HeLa-S3_exp1_17903

HeLa-S3_exp1_17904 HepG2_exp1_17905 HepG2_exp1_17906 HepG2_exp1_17907 HepG2_exp1_17908 HepG2_exp1_17909

HepG2_exp1_17910 HepG2_exp1_17911 HepG2_exp1_17912 HeLa-S3_exp1_17913

HeLa-S3_exp1_17914 HepG2_exp1_17915 HeLa-S3_exp1_17916 HepG2_exp1_17917 HeLa-S3_exp1_17918 HepG2_exp1_17919 GM12878_exp1_17920 HeLa-S3_exp1_17921

HepG2_exp1_17922

K562_exp1_24562 HepG2_exp1_24563 K562_exp1_24564 K562_exp1_24565 K562_exp1_24566 K562_exp1_24567 HepG2_exp1_24568 HepG2_exp1_24569 K562_exp1_24570 HepG2_exp1_24571 HepG2_exp1_24572 HepG2_exp1_24573 K562_exp1_24574 HepG2_exp1_24575 K562_exp1_24576 HepG2_exp1_24577 HepG2_exp1_24578 K562_exp1_24579 K562_exp1_24580 HepG2_exp1_24581 HepG2_exp1_24582

HepG2_exp1_24583 HepG2_exp1_24584 HepG2_exp1_24585 HepG2_exp1_24586 HepG2_exp1_24587 HepG2_exp1_24588

HepG2_exp1_24589 HepG2_exp1_24590 HepG2_exp1_24591 HepG2_exp1_24592 HepG2_exp1_24593

K562_exp1_24594 K562_exp1_24595 HepG2_exp1_24596 K562_exp1_24597 K562_exp1_24598 HepG2_exp1_24599 HepG2_exp1_24600 K562_exp1_24601 K562_exp1_24602 K562_exp1_24603 K562_exp1_24604 K562_exp1_24605 HepG2_exp1_24606 K562_exp1_24607 K562_exp1_24608

K562_exp1_24609

K562_exp1_24610 K562_exp1_24611 K562_exp1_24612 K562_exp1_24613 K562_exp1_24614 K562_exp1_24615

K562_exp1_24616 K562_exp1_24617 K562_exp1_24618

K562_exp1_24619 HepG2_exp1_24620 K562_exp1_24621 HepG2_exp1_24622 K562_exp1_24623 HepG2_exp1_24624

U2OS_exp1_1742 U2OS_exp1_1743

U2OS_exp1_1744

U2OS_exp1_1745 U2OS_exp1_1746

U2OS_exp1_1747

U2OS_exp1_1748

TTC28

Y_RNA

MIR5739

RN7SL162P

CHEK2

HSCB

CCDC117

XBP1

CTA-292E10.6

CTA-292E10.8

CTA-292E10.7

ZNRF3

ZNRF3-IT1

ZNRF3-AS1

C22orf31

KREMEN1

CTA-747E2.10

RNU6-810P

RNU6-1219P

EMID1

RHBDD3 CTA-984G1.5

EWSR1

GAS2L1

RASL10A AC002059.10

AP1B1

MIR3653

AC000041.8

RFPL4AP6

RFPL1S

RFPL1

AC000035.3

NEFH

THOC5 CTA-256D12.11

NIPSNAP1

NF2 RPEP4

RP1-76B20.11

CABP7

ZMAT5

Y_RNA

UQCR10

ASCC2

MTMR3

RNU6-331P

DRIP-seq_HEK293

5.4108 _ 0 _

CUT&Tag_HEK293T

18.7005 _ 0 _

R-ChIP_HEK293T.fwd

13.4112 _ 0 _

R-ChIP_HEK293T.rev

-0 _

-2.8956 _

DeepER_Human.fwd

0.99975 _

1e-05 _

DeepER_Human.rev

-1e-05 _

-0.9999 _

GC-skew 1 _ -1 _

AT-skew 1 _ -1 _

GRO-seq_HEK293T.fwd

7.4298 _

0.1769 _

GRO-seq_HEK293T.rev

-0.1769 _

-7.2529 _