Scale chr22:

RefSeq Curated

RepeatMasker

200 kb hg38 27,500,000 27,600,000 27,700,000 27,800,000 27,900,000 28,000,000 GENCODE V36 (44 items filtered)

RefSeq genes from NCBI

Level-1

Level-3

Level-5

bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

ChIP_BRCA1

CLIP_AQR

KD_DDX5

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

AL049536.1 AL049536.1 AL050402.2 AL050402.1

AL133456.1 AL121885.2 AL121885.3

AL121885.1 MN1

PITPNB PITPNB PITPNB

PITPNB

AL031591.2

TTC28-AS1 TTC28-AS1 TTC28-AS1 TTC28-AS1 MIR3199-1 MIR3199-2 AL031591.1

TTC28 TTC28

TTC28-AS1 AL033538.1

AL033538.2 RN7SL757P

HeLa-S3_exp1_17893 HeLa-S3_exp1_17894

HeLa-S3_exp1_17895 HeLa-S3_exp1_17896

K562_exp1_24559 K562_exp1_24560 HepG2_exp1_24561

U2OS_exp1_1736 U2OS_exp1_1737 U2OS_exp1_1738 U2OS_exp1_1739

U2OS_exp1_1740 U2OS_exp1_1741

RP1-205F14P.1 RP11-46E17.6

RP1-231P7P.1 RP1-213J1P__B.1

RP1-213J1P__B.2

RP11-375H17.1

MN1

PITPNB

TTC28-AS1

TTC28

RN7SL757P

DRIP-seq_HEK293

1.6524 _ 0 _

CUT&Tag_HEK293T

13.3575 _ 0 _

R-ChIP_HEK293T.fwd

1.2192 _ 0 _

R-ChIP_HEK293T.rev

-0 _

-11.7348 _

DeepER_Human.fwd

0.99931 _

2e-05 _

DeepER_Human.rev

-2e-05 _

-0.99985 _

GC-skew 1 _ -1 _

AT-skew 1 _ -1 _

GRO-seq_HEK293T.fwd

2.6535 _

0.1769 _

GRO-seq_HEK293T.rev

-0.1769 _

-3.0073 _