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Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

KCNE1
KCNE1
KCNE1
KCNE1
KCNE1
KCNE1
KCNE1
KCNE1

AP000324.1

level1_448063
level1_448064
level1_448065

level1_448066

level1_448067

level3_123651
level3_123652
level3_123653

level5_37080

142_Human_HEK293T_2HBD-Anti-GST_CUTTag_ChIP_NS_2_PE.hg38_peak_44981

HepG2_exp2_17225

KCNE1

SNORA11

DRIP-seq_HEK293

CUT&Tag_HEK293T

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev

DeepER_Human.fwd

DeepER_Human.rev

GC-skew
0.794872 _

-0.636364 _

AT-skew
0.758621 _

-0.719298 _

GRO-seq_HEK293T.fwd
No data _

No data _

GRO-seq_HEK293T.rev
-0.1769 _

-0.3538 _


