
Scale
chr2L:

RLFS_RloopDB

RefSeq All
RefSeq Curated

RepeatMasker

5 kb dm6

488,000 489,000 490,000 491,000 492,000 493,000 494,000 495,000 496,000 497,000
Stacked Quantitative R-loop Score

Quantitative R-loop Region

V2-Level-1

V2-Level-3

bigwig_43_Brain_Control_ssDRIP-seq_ChIP_SS_1_PE_fwd

bigbed_43_Brain_Control_ssDRIP-seq_ChIP_SS_1_PE

bigwig_43_Brain_Control_ssDRIP-seq_ChIP_SS_1_PE_rev

bigwig_36_DGRP-379-male_Control_DRIP-seq_ChIP_NS_2_PE

bigbed_36_DGRP-379-male_Control_DRIP-seq_ChIP_NS_2_PE

GC-skew

AT-skew

RLFS_RloopDB

RefSeq genes from NCBI

Repeating Elements by RepeatMasker

Quantitative Score
2.22672 _

0 _

ssDRIP-seq_Brain.fwd
31.7772 _

0 _

ssDRIP-seq_Brain.rev
0 _

-34.2555 _

DRIP-seq_DGRP-379-male
8.215 _

0.3286 _

GC-skew
0.55 _

-0.607143 _

AT-skew
0.641791 _

-0.764706 _


