Scale 2 kb} | hg3s
chre: | 26,090,000| 26,091,000| 26,092,000| 26,093,000| 26,094,000|
GENCODE V36 (3 items filtered)
HFE I - =
HFEl - - jm
HFE 1 [—
HFER I R j—
HFER I R j—
HFER - R j—
HFER - Hll--i ]
HFE I - ]
HFE - - ]
HFE I -l ]
HFE - - -
RefSeq genes from NCBI
RefSeq Curated [ nu—— — {1 1 [—=3
] >>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>>
Level-3
(>>> 5555555 > ) | > > > > > |
Level-5
0.162 _ bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE
DRIP-seq_HEK293
0_
bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE
2.6715 _ bigwig_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
CUT&Tag_HEK293T
o_ il ==
bigbed_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2 PE
0.6096 _ bigwig_127 HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd
R-ChIP_HEK293T.fwd ‘
0_ | “—-_-_L t

bigbed_127 HEK293T D210N_R-ChIP_ChIP_SS 1 SE
bigwig_127 HEK293T D210N_R-ChIP_ChIP_SS 1 SE rev

R-ChIP_HEK293T.rev _'—‘”‘”"m““l“m
-1.2192

0.99561 _
DeepER_Human.fwd

6e-05 _

bigwig_DeepER_Human_fwd

> >

bigbed_DeepER_Human

bigwig DeepER Human rev

-5e-05 -
DeepER_Human.rev ”

|
-0.98581 _

0.62069 _ GC-skew
GC-skew 1 “ .I‘ . sl i |‘ i “. |“ I
-0.45098 .“II\|||\||||\"'“"“""“"‘""‘ P “ "llV‘l""I\p" h'l'hA"‘J""l\ll‘““‘l'\l\ll"‘"‘l‘\l o "‘“'l\"'
0.592593 _ AT-skew

AT-skew
- -w||-m|||\’""‘"“"“' """" v‘-‘~|||||nv--w-"“"‘"...‘“‘Am,‘_ﬁ_p-,_‘.,\_‘1““‘““\J-,,'"WA.\‘“,“"‘I,,A.N F ™ hn“.{j‘.‘lh

-0.4375 _

|\||lrlll‘|" ‘1'“"\“

0.1769 _ HEK293T_Control_ GRO-seq.fwd
GRO-seq_HEK293T.fwd
0_
0_ I | -seq.rev
1 |
-0.1769 _
RLFS_RIloopDB
kK
ChIP_BRCA1
CLIP_AQR
KD_DDX5

Gene Expression in 54 tissues from GTEx RNATseq of 17382 samples, 948 donors (V8, Aug 2019)
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