Scale 50 bases} | hg38
chri: 109,548,350 109,548,400 109,548,450
GENCODE V36 (1 items filtered)
RefSeq genes from NCBI
RefSeq Curated
0.534214 _ Stacked Quantitative R-loop Score
Quantitative Score

0.440177 _

ﬁuantitative R—Ioog Re%ion

V2-Level-1
2223232322332 3>33>2>33>23>23>232>33>23>23>33>2>33>23>23>23>>33>23>23>2>33>2>23>23>2>3>2>32>3323>232332>23>23>2>32>322323>232>33>2>>>>) >
I I II I I I I I I I I I I I I I EEEEZEZEZEZ X"

\/2-Level-4
AT EE AL EEEEEEEEEEEEEEEEEEEEEE L EEEEEE
[S55 555555 55 5 555 S5 S 5SS S S S S S S S S S S S S S S5 S S S5 S S5 55 S5 5SS 55555 555555 555555555555 S S S S S S S S S S S S5 S5 S5 S S S S S
V2-Level-8
0.7128 bigwig_99_HEK?293_Control_DRIP-seq_ChIP_NS_1_SE

DRIP-seq_HEK293
0.2916 _

bigbed_99 HEK293_Control_DRIP-seq_ChIP_NS_1_SE

—
2.6715 _ bigwig_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
CUT&Tag_HEK293T
1.0686 _
bigbed_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
.
1.9812 _ bigwig_127 HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_fwd
R-ChIP-SS_HEK?293T.fwo
0.9144 _
-0.6096 _ bigwig 127 HEK293T_D210N_R-ChIP-SS ChIP_SS 1 SE rev
R-ChIP-SS HEK293T rev I\I\I\I\I\I\I\I\I\I\II\I\I\I\I\I!IMI\I\I\I\I\I\I\I\I\“‘l‘lml‘lm”l m|‘|m|’|‘|m|’|m|‘|‘||
-1.9812 m
bi= bed 127 HEK293T D210N R-ChIP-SS In= ut SS 1 SE
2222222223332 222>323333222233322233>33333222233322223333333223333222233322222223333222>333322>2>>3>2>>>>)>
I I I I I I I I I I I I I I I XK XX I I X I I XX XXX K X XX KK X X K XX X E K XX K X K XK XXX X X KX XXX E X X K KKK XX X K KX EE KX KKK K EEEE XS
0.91901 _ bigwig_DeepER_Human_fwd
DeepER_Human.fwd
0.11339 _
bi= bed Dee:ER Human
I I I I I I I I I I I I T X X X L L X X XX XXX X X XL L XXX X X X E X X X X X E X XX L X X XX X X X X X X X XX XL X L X X L X X E XL X L X X L K X X EEE X
-0. AL bigwig DeepER Human rev
s || || I
-0.99811 _
0.22807 _ GC-skew

GC-skew _
03125 e

0.255814 _ AT-skew

AT-skew
i

-0.0545455 sy
No data _ HEK293T_Control_GRO-seq.fwd
GRO-seq_HEK293T.fwd

-0.1769 _ HEK293T_ Control GR
GRO-seq_HEK293T.rev |‘|‘|m|‘|mm
-2.2997
RLFS_RloopDB
CLIP_AQR
ChIP. BRCA1
HepG2_exp2_400
HeLa-s3_exp1_466 I
KD DDX5

U20S_expl_162
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

GPR61 1

Repeating Elements by RepeatMasker
RepeatMasker



