Scale 100 bases} | hg38
chri6: 3,676,050  3,676,1000 3,676,150 3,676,200 3,676,250 3,676,300 3,676,350 3,676,400  3,676,450|
GENCODE V36 (7 items filtered)

RefSeq genes from NCBI

RefSeq Curated ——
Level-1

levell 267512 SEEEEE S R R R R R R R R E X X R R R XX
IENVEINRPZGTASIIRY > > > > > 5555555055555 5555555553535 5555555553355 5555535555555 5555353555555 5335555555555 5355555553535 555555555555)>

Level-3

level3_69984 RRTRRR TR TR TR TR TR TR TE TR TRXTLLLLLLL. level3_69985 RETTRRRRTRRRRTRRTRRRTRTRTRTLLLL]
Level-5

GC “Jil O
AT skew

AT-skew et ... ... "

-0.26087 | - L
No data _ HEK293T_Control_GRO-seq.fwd
GRO-seq_HEK?293T.fwd
HEK293T Control GRO-seq.rev.
“""'"HI\I\I\\I\I\I\IHI\I\I\\I\I\I\|\\l\I\l\\l\|\|\|“|\|\|u|\|mnmmHmm‘HW|\|Hnmw|\|HwH\l\I\Im’lmI\\I\I\I\I\\I\I\IHI\I\I\IHI\I\"" by

GRO-seq_HE K293T rev “‘|‘|‘|‘|‘|‘|‘“‘““"“l“"“|‘|""“|“H“m““mm

-2.8304
RLFS_RIloopDB

Regulator
ChIP_BRCA1
CLIP_AQR
KD_DDX5

Perfect Matches to Short Sequence ()
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
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Repeating Elements by RepeatMasker
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