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Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

SLC6A4
SLC6A4
SLC6A4

AC104984.1

SLC6A4

RP11-354P11.4

DRIP-seq_HEK293
0.2592 _

0 _

CUT&Tag_HEK293T
5.343 _

0 _

R-ChIP_HEK293T.fwd
0.6096 _

0 _

R-ChIP_HEK293T.rev
-0 _

-0.6096 _

DeepER_Human.fwd
0.99856 _

2e-05 _

DeepER_Human.rev
-5e-05 _

-0.99888 _

GC-skew
1 _

-1 _

AT-skew
1 _

-1 _

GRO-seq_HEK293T.fwd
0.3538 _

0.1769 _

GRO-seq_HEK293T.rev
0 _

-0.1769 _


