Scale

2 kb | hg38

chrii: | 116,201,000/ 116,202,000/ 116,203,000 116,204,000/ 116,205,000 116,206,000] 116,207,000 116,208,000 116,209,000|

RefSeq Curated

0.1296
DRIP-seq_HEK293

0

2.6715 _
CUT&Tag_HEK293T

0

0.3048 _

R-ChIP_HEK293T.fwd I |
0_

GENCODE V36
RefSeq genes from NCBI

Level-1
Level-3
Level-5

bigwig_99 HEK293 Control_DRIP-seq_ChIP_NS_1_SE

-_-_-_-_ﬁ_-

T
bigbed_99 HEK293_Control_DRIP-seq_ChIP_NS_1_SE
bigwig_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

- o il .

‘ N,
bigbed 229 HEK293T 2HBD-Anti-GST_CUT&Tag_ChIP_N
bigwig_127 HEK293T D210N_R-ChIP_ChIP_SS_1_SE fwd

'

bigwig 127 HEK293T D210N_R-ChIP

bighed_127_HEK293T_D210N_R-ChIP_ChIP_SS 1 _SE

R-ChiP_HEK293T.rev Il I

P|SSl

i mﬁvhﬂ'ﬂm

-0.3048 _
0.12347 _ bigwig_DeepER_Human_fwd
DeepER_Human.fwd
7e-05 _ L..‘L I
bigbed_DeepER_Human
-5e-05 _ bigwig_DeepER_Human rev —rr———————
DeepER_Human.rev I \
-0.0302 _
0.517241 _ GC-skew m
GC-skew 'A ik | . A
050877 I‘.—m,“l‘“ '"'f“l"‘f"‘“'ll“r“‘L]l|I'.L"]F"‘I'h"ﬂ"'“ll‘l"" ‘“'F\'INIF“L‘ “"W'll‘lllllr ||lh*‘1‘"rnlrlv"k|-‘-uq|‘|ru'1‘“'|‘-.lllll‘l’q'*‘qlr‘v |"""||ll”‘"|l'“"‘"lf'
0.538462 _ A AT-skew
AT-skew b, ey Yy ™
FRENEARY YWY SERPVIPRUSY NNV W WP SN W YUY TR
0529412 7“1“: oy rew * 'y ™y oy J'qu'r T ' \l\||l|'||\"‘||\"|||’I o ', ™ lm!ﬁ bl |
No data _ HEK293T_Control_GRO-seq.fwd
GRO-seq_HEK293T.fwd
No data _ HEK293T_Control_GRO-seq.rev
GRO-seq_HEK293T.rev
No data _
RLFS_RloopDB
ChIP_BRCA1
CLIP_AQR
KD_DDX5
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
Repeating Elements b ReﬁeatMasker
RepeatMasker [ | | BEE 1B N | ﬁ 1 [ || | I | | BN



