Scale chr19:

GENCODE V36

DRIP_Basal-epithelial

DRIP-seq_Basal-epithelial

DRIP-seq_Basal-epithelial

DRIP-seq_Basal-epithelial

DRIP-seq_B-cell

DRIP-seq_CHLA10

DRIP-seq_EWS502

DRIP-seq_HEK293

DRIP-seq_HEK293

DRIP-seq_HEK293

DRIP-seq_HEK293

DRIPc-seq_HEK293

DRIPc-seq_HEK293

DRIPc-seq_HEK293

DRIPc-seq_HEK293

MapR_HEK293

MapR_HEK293

MapR_HEK293

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

R-ChIP_HEK293T

R-ChIP_HEK293T

R-ChIP_HEK293T

R-ChIP_HEK293T

R-ChIP_HEK293T

DRIP-seq_HeLa DRIP-seq_HeLa DRIP-seq_HeLa

DRIP-seq_HeLa

DRIP-seq_HeLa

DRIP-seq_HeLa

DRIP-seq_HeLa

DRIP-seq_HeLa

qDRIP-seq_HeLa

qDRIP-seq_HeLa

RDIP-seq_HeLa

RDIP-seq_HeLa

RDIP-seq_HeLa

RDIP-seq_HeLa

RR-ChIP_HeLa

RR-ChIP_HeLa

ssDRIP_HeLa

ssDRIP_HeLa

ssDRIP_HeLa

ssDRIP_HeLa

ssDRIP_HeLa

ssDRIP_HeLa

ssDRIP_hESCs

ssDRIP_hESCs

ssDRIP_hiPSCs

ssDRIP_hiPSCs

ssDRIP_hMSCs

ssDRIP_hMSCs

ssDRIP_hNSCs

ssDRIP_hNSCs

ssDRIP_hVECs

ssDRIP_hVECs

ssDRIP_hVSMCs

ssDRIP_hVSMCs

RDIP-seq_IMR-90

DRIP-seq_K562

DRIPc-seq_K562

DRIPc-seq_K562

DRIPc-seq_K562

DRIPc-seq_K562

R-ChIP_K562

R-ChIP_K562

DRIP-seq_Luminal-progenitor

DRIP-seq_Luminal-progenitor

DRIP-seq_Luminal-progenitor

DRIP-seq_Luminal-progenitor

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_MCF-7

DRIP-seq_NT2 DRIP-seq_NT2 DRIP-seq_NT2

DRIP-seq_NT2 DRIP-seq_NT2 DRIP-seq_NT2

DRIPc-seq_NT2

DRIPc-seq_NT2

DRIVE-seq_NT2

DRIP-seq_Primary-fibroblast

DRIP-seq_Primary-fibroblast

DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y

DRIP-seq_Stromal

DRIP-seq_Stromal

DRIP-seq_Stromal

DRIP-seq_Stromal

DRIP-seq_TC32

DRIP-seq_U20S

DRIP-seq_U2OS DRIP-seq_U2OS DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U87

DRIP-seq_U87

DRIP-seq_U87

DRIP-seq_U87

MapR_U87T

MapR_U87T

pRPA2ChIP_HeLa

RPA1ChIP_HeLa

RPA2ChIP_HeLa

RPA2ChIP_HeLa

WGBS-CHG_HeLa-S3 WGBS-CHH_HeLa-S3 WGBS-CpG_HeLa-S3

WGBS-CHG_K562 WGBS-CHH_K562 WGBS-CpG_K562

ChIP_AGO2 ChIP_ATM ChIP_ATRX ChIP_BRCA1 ChIP_BRD4 ChIP_DNMT3B ChIP_EWSR1 ChIP_FUS ChIP_KAT8 ChIP_NONO ChIP_NSD2 ChIP_PAF1 ChIP_PHF5A ChIP_PPP1R10 ChIP_PRMT5 ChIP_RAD51 ChIP_RBM14 ChIP_RNF2 ChIP_SAFB2 ChIP_SAP130 ChIP_SFPQ ChIP_SIN3A ChIP_SP1 ChIP_SRSF1 ChIP_SSRP1 ChIP_STAG1 ChIP_SUPT5H ChIP_TARDBP ChIP_U2AF1 ChIP_WRN ChIP_XRCC5 ChIP_ZBTB24 ChIP_ZNF207 CLIP_AQR CLIP_DDX21 CLIP_DROSHA CLIP_EWSR1 CLIP_FMR1 CLIP_FUS CLIP_GRSF1 CLIP_HNRNPU CLIP_NONO CLIP_NPM1 CLIP_PHF6 CLIP_SAFB2 CLIP_SF3A3 CLIP_SF3B1 CLIP_SFPQ CLIP_SRSF1 CLIP_SUPV3L1 CLIP_TARDBP CLIP_U2AF1 CLIP_WRN CLIP_XRN2 KD_DDX39B KD_DDX5 KD_METTL3 KD_PRMT5 KD_SETX KD_SMN1 KD_SRSF1 KD_SUPT6H KD_TOP1 KD_XRN2

Gap

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other Unknown

100 bases hg38 49,359,000 49,359,050 49,359,100 49,359,150 49,359,200 GENCODE V36 (1 items filtered)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

Level-1

Level-2

Level-3 Level-4 Level-5 Level-6 Level-7 Level-8 Level-9 R-loop Signal

DeepER

bigbed_DeepER_Human

DeepER

bigwig_HEK293T_Control_G4ChIP_1

bigbed_HEK293T_Control_G4ChIP_1 bigwig_HEK293T_Control_G4ChIP_2

bigbed_HEK293T_Control_G4ChIP_2 bigwig_HeLa-S3_Control_G4ChIP_1

bigbed_HeLa-S3_Control_G4ChIP_1 bigwig_K562_Control_G4ChIP_1

bigbed_K562_Control_G4ChIP_1 bigwig_K562_Control_G4ChIP_2

bigbed_K562_Control_G4ChIP_2 bigwig_K562_Control_G4ChIP_3

bigbed_K562_Control_G4ChIP_3 bigwig_K562_Control_G4ChIP_4

bigbed_K562_Control_G4ChIP_4 bigwig_K562_Control_G4ChIP_5

bigbed_K562_Control_G4ChIP_5 bigwig_MCF-7_Control_G4ChIP_1

bigbed_MCF-7_Control_G4ChIP_1 bigwig_MCF-7_Control_G4ChIP_2

bigbed_MCF-7_Control_G4ChIP_2 bigwig_MCF-7_Control_G4ChIP_3

bigbed_MCF-7_Control_G4ChIP_3 bigwig_MCF-7_Control_G4ChIP_4

bigbed_MCF-7_Control_G4ChIP_4 RPA-ChIP

GC-skew

AT-skew

G4-motif Transcription

Epigenome

RLFS_RloopDB Regulator

Repli-seq

ini-seq

Single-read mappability with 24-mers after bisulfite conversion (forward strand)

Single-read mappability with 24-mers after bisulfite conversion (reverse strand)

Multi-read mappability with 24-mers after bisulfite conversion

Gap Locations

GC Percent in 5-Base Windows

Perfect Matches to Short Sequence () Single-read mappability with 24-mers

Multi-read mappability with 24-mers

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

TEAD2/NM_001256661.2 TEAD2/NM_001256658.2 TEAD2/NM_001256660.2 TEAD2/NM_001256659.2 TEAD2/NM_003598.2 TEAD2/NM_001256662.2

level1_352620 level1_352621

level2_191847

.

k24 k24 k24 k24 k24 k24 k24

k24 k24 k24 k24 k24 k24 k24 k24 k24 k24

TEAD2

DRIP-seq_Basal-epithelial

DRIP-seq_Basal-epithelial

DRIP-seq_Basal-epithelial

DRIP-seq_Basal-epithelial

DRIP-seq_B-cell

DRIP-seq_B-cell DRIP-seq_CHLA10

DRIP-seq_CHLA10 DRIP-seq_EWS502

DRIP-seq_EWS502 DRIP-seq_HEK293

DRIP-seq_HEK293

DRIP-seq_HEK293

DRIP-seq_HEK293

DRIPc-seq_HEK293.fwd

DRIPc-seq_HEK293.rev DRIPc-seq_HEK293.fwd

DRIPc-seq_HEK293.rev DRIPc-seq_HEK293.fwd

DRIPc-seq_HEK293.rev DRIPc-seq_HEK293.fwd

DRIPc-seq_HEK293.rev MapR_HEK293 MapR_HEK293 MapR_HEK293 MapR_HEK293

MapR_HEK293

MapR_HEK293

CUT&Tag_HEK293T CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

CUT&Tag_HEK293T

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev DRIP-seq_HeLa DRIP-seq_HeLa

DRIP-seq_HeLa DRIP-seq_HeLa DRIP-seq_HeLa DRIP-seq_HeLa

DRIP-seq_HeLa DRIP-seq_HeLa DRIP-seq_HeLa

DRIP-seq_HeLa

DRIP-seq_HeLa DRIP-seq_HeLa

DRIP-seq_HeLa DRIP-seq_HeLa

qDRIP-seq_HeLa.fwd

qDRIP-seq_HeLa.rev qDRIP-seq_HeLa.fwd qDRIP-seq_HeLa.rev qDRIP-seq_HeLa.fwd

qDRIP-seq_HeLa.rev RDIP-seq_HeLa.fwd

RDIP-seq_HeLa.rev RDIP-seq_HeLa.fwd

RDIP-seq_HeLa.rev RDIP-seq_HeLa.fwd

RDIP-seq_HeLa.rev RDIP-seq_HeLa.fwd

RDIP-seq_HeLa.rev RR-ChIP_HeLa.fwd

RR-ChIP_HeLa.rev RR-ChIP_HeLa.fwd

RR-ChIP_HeLa.rev ssDRIP_HeLa.fwd

ssDRIP_HeLa.rev ssDRIP_HeLa.fwd

ssDRIP_HeLa.rev ssDRIP_HeLa.fwd

ssDRIP_HeLa.rev ssDRIP_HeLa.fwd

ssDRIP_HeLa.rev ssDRIP_HeLa.fwd

ssDRIP_HeLa.rev ssDRIP_HeLa.fwd

ssDRIP_HeLa.rev ssDRIP_hESCs.fwd

ssDRIP_hESCs.rev ssDRIP_hESCs.fwd ssDRIP_hESCs.rev ssDRIP_hESCs.fwd

ssDRIP_hESCs.rev ssDRIP_hiPSCs.fwd

ssDRIP_hiPSCs.rev ssDRIP_hiPSCs.fwd ssDRIP_hiPSCs.rev ssDRIP_hiPSCs.fwd

ssDRIP_hiPSCs.rev ssDRIP_hMSCs.fwd

ssDRIP_hMSCs.rev ssDRIP_hMSCs.fwd ssDRIP_hMSCs.rev ssDRIP_hMSCs.fwd

ssDRIP_hMSCs.rev ssDRIP_hNSCs.fwd

ssDRIP_hNSCs.rev ssDRIP_hNSCs.fwd ssDRIP_hNSCs.rev ssDRIP_hNSCs.fwd

ssDRIP_hNSCs.rev ssDRIP_hVECs.fwd

ssDRIP_hVECs.rev ssDRIP_hVECs.fwd ssDRIP_hVECs.rev ssDRIP_hVECs.fwd

ssDRIP_hVECs.rev ssDRIP_hVSMCs.fwd

ssDRIP_hVSMCs.rev ssDRIP_hVSMCs.fwd ssDRIP_hVSMCs.rev ssDRIP_hVSMCs.fwd

ssDRIP_hVSMCs.rev RDIP-seq_IMR-90.fwd

RDIP-seq_IMR-90.rev RDIP-seq_IMR-90.fwd RDIP-seq_IMR-90.rev DRIP-seq_K562

DRIPc-seq_K562.fwd

DRIPc-seq_K562.rev DRIPc-seq_K562.fwd

DRIPc-seq_K562.rev DRIPc-seq_K562.fwd

DRIPc-seq_K562.rev DRIPc-seq_K562.fwd

DRIPc-seq_K562.rev R-ChIP_K562.fwd

R-ChIP_K562.rev R-ChIP_K562.fwd R-ChIP_K562.rev R-ChIP_K562.fwd

R-ChIP_K562.rev DRIP-seq_Luminal-progenitor

DRIP-seq_Luminal-progenitor

DRIP-seq_Luminal-progenitor

DRIP-seq_Luminal-progenitor

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_Mature-luminal-epithelial

DRIP-seq_Mature-luminal-epithelial

bisDRIP-seq_MCF-7.fwd bisDRIP-seq_MCF-7.rev DRIP-seq_MCF-7

DRIP-seq_MCF-7 DRIP-seq_NT2 DRIP-seq_NT2 DRIP-seq_NT2

DRIP-seq_NT2 DRIP-seq_NT2 DRIP-seq_NT2

DRIP_NT2 DRIP-seq_NT2 DRIP-seq_NT2 DRIPc-seq_NT2.fwd

DRIPc-seq_NT2.rev DRIPc-sseq_NT2.fwd

DRIPc-seq_NT2.rev DRIVE-seq_NT2

DRIP-seq_Primary-fibroblast

DRIP-seq_Primary-fibroblast

DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y DRIP-seq_SHSY5Y

DRIP-seq_SHSY5Y DRIP-seq_Stromal

DRIP-seq_Stromal

DRIP-seq_Stromal

DRIP-seq_Stromal

DRIP-seq_TC32

DRIP-seq_TC32 DRIP-seq_U20S

DRIP-seq_U2OS DRIP-seq_U2OS DRIP-seq_U2OS DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U2OS

DRIP-seq_U2OS DRIP-seq_U2OS

DRIP-seq_U87

DRIP-seq_U87

DRIP-seq_U87

DRIP-seq_U87

MapR_U87T MapR_U87T MapR_U87T

MapR_U87T

DeepER_Human.fwd

DeepER_Human.rev

G4ChIP_HEK293T

G4ChIP_HEK293T

G4ChIP_HeLa-S3

G4 ChIP-seq_K562

G4ChIP_K562

G4ChIP_K562

G4ChIP_K562

G4ChIP_K562

G4ChIP_MCF-7

G4ChIP_MCF-7

G4ChIP_MCF-7

G4ChIP_MCF-7

pRPA2ChIP_HeLa

RPA1ChIP_HeLa

RPA2ChIP_HeLa

RPA2ChIP_HeLa

GC-skew

AT-skew

GRO-seq_HEK293T.fwd GRO-seq_HEK293T.rev PRO-seq_HEK293T.fwd PRO-seq_HEK293T.rev GRO-seq_HeLa.fwd GRO-seq_HeLa.rev PRO-seq_HeLa.fwd PRO-seq_HeLa.rev GRO-seq_hESCs.fwd GRO-seq_hESCs.rev GRO-seq_K562.fwd GRO-seq_K562.rev GRO-seq_MCF-7.fwd GRO-seq_MCF-7.rev

ATAC-seq_Basal-epithelial H3K36me3_HEK293 H3K4me1_HEK293 H3K4me3_HEK293 H3K9me3_HEK293 ATAC-seq_Hela H2AFZ_HeLa H3K27ac_HeLa H3K27me3_HeLa H3K27me3_HeLa H3K36me3_HeLa H3K36me3_HeLa H3K4me1_HeLa H3K4me2_HeLa H3K4me3_HeLa H3K4me3_HeLa H3K4me3_HeLa H3K79me2_HeLa H3K9ac_HeLa H3K9me3_HeLa H4K20me1_HeLa

ATAC-seq_hESCs ATAC-seq_IMR-90 H2AFZ_IMR90 H2AK5ac_IMR90 H2AK9ac_IMR90 H2BK120ac_IMR90 H2BK12ac_IMR90 H2BK15ac_IMR90 H2BK20ac_IMR90 H2BK5ac_IMR90 H3K14ac_IMR90 H3K18ac_IMR90 H3K23ac_IMR90 H3K27ac_IMR90 H3K27me3_IMR90 H3K36me3_IMR90 H3K4ac_IMR90 H3K4me1_IMR90 H3K4me2_IMR90 H3K4me3_IMR90 H3K79me1_IMR90 H3K79me1_IMR90 H3K79me2_IMR90 H3K9ac_IMR90 H3K9me1_IMR90 H3K9me3_IMR90 H4K20me1_IMR90 H4K5ac_IMR90 H4K8ac_IMR90 H4K8ac_IMR90 H4K91ac_IMR90 ATAC-seq_K562 H2AFZ_K562 H3K27me3_K562 H3K27me3_K562 H3K36me3_K562 H3K36me3_K562 H3K4me1_K562 H3K4me1_K562 H3K4me2_K562 H3K4me3_K562 H3K4me3_K562 H3K4me3_K562 H3K4me3_K562 H3K79me2_K562 H3K9ac_K562 H3K9ac_K562 H3K9me3_K562 H4K20me1_K562

ATAC-seq_MCF7 H2AFZ_MCF7 H3F3A_MCF7 H3K27ac_MCF7 H3K27ac_MCF7 H3K27me3_MCF7 H3K27me3_MCF7 H3K36me3_MCF7 H3K36me3_MCF7 H3K4me1_MCF7 H3K4me2_MCF7 H3K4me3_MCF7 H3K4me3_MCF7 H3K79me2_MCF7 H3K9ac_MCF7 H3K9me2_MCF7 H3K9me3_MCF7 H3K9me3_MCF7 H4K20me1_MCF7 H3K27me3_NT2 H3K36me3_NT2 H3K4me1_NT2 H3K4me3_NT2 H3K9ac_NT2 H3K9me3_NT2

Repli-seq_G1b_Hela-S3 Repli-seq_G2_HeLa-S3 Repli-seq_S1-_HeLa-S3 Repli-seq_S2_HeLa-S3 Repli-seq_S3_HeLa-S3 Repli-seq_S4_HeLa-S3 Repli-seq_G1b_IMR-90 Repli-seq_G2_IMR-90 Repli-seq_S1_IMR-90 Repli-seq_S2_IMR-90 Repli-seq_S3_IMR-90 Repli-seq_S4_IMR-90 Repli-seq_G1_K562 Repli-seq_G2_K562 Repli-seq_S1_K562 Repli-seq_S2_K562 Repli-seq_S3_K562 Repli-seq_S4_K562 Repli-seq_G1b_MCF-7 Repli-seq_G2_MCF-7 Repli-seq_S1_MCF-7 Repli-seq_S2_MCF-7 Repli-seq_S3_MCF-7 Repli-seq_S4_MCF-7

ini-seq_EJ30

Bismap M24 1 _

0 _

GC Percent

Umap M24 1 _

0 _