Scale chr11:

RefSeq Curated

RepeatMasker

10 kb hg38 65,185,000 65,190,000 65,195,000 65,200,000 65,205,000 65,210,000 GENCODE V36 (23 items filtered)

RefSeq genes from NCBI

Stacked Quantitative R-loop Score

Quantitative R-loop Region

V2-Level-1

V2-Level-4

V2-Level-8 bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_fwd

bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_rev

bigbed_127_HEK293T_D210N_R-ChIP-SS_Input_SS_1_SE bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

CLIP_AQR

ChIP_BRCA1

KD_DDX5 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

AP003068.2 CAPN1 CAPN1 CAPN1 CAPN1 CAPN1

K562_exp1_32893 K562_exp1_32894 K562_exp1_32895 HepG2_exp1_15989 K562_exp1_32896 K562_exp1_32897 HepG2_exp1_15990 HepG2_exp1_15991 K562_exp1_32898 HepG2_exp1_15992 K562_exp1_32899 K562_exp1_32900 K562_exp1_32901 K562_exp1_32902 HepG2_exp1_15993 K562_exp1_32903 K562_exp1_32904

HepG2_exp1_15994 K562_exp1_32905 K562_exp1_32906 K562_exp1_32907 K562_exp1_32908

HepG2_exp1_15995

K562_exp1_32909 K562_exp1_32910 HepG2_exp1_15996 K562_exp1_32911

HepG2_exp1_15997

K562_exp1_32912 HepG2_exp1_15998 K562_exp1_32913 HepG2_exp1_15999 K562_exp1_32914 K562_exp1_32915 K562_exp1_32916 K562_exp1_32917 HepG2_exp1_16000 HepG2_exp1_16001 K562_exp1_32918 HepG2_exp1_16002 K562_exp1_32919 K562_exp1_32920 K562_exp1_32921 K562_exp1_32922 K562_exp1_32923

HepG2_exp1_16003 K562_exp1_32924 HepG2_exp1_16004 K562_exp1_32925 HepG2_exp1_16005 K562_exp1_32926 K562_exp1_32927

K562_exp1_32928

HeLa-S3_exp1_2007

AP003068.23

CAPN1

Quantitative Score

0.156514 _ 0 _

DRIP-seq_HEK293

1.0692 _ 0 _

CUT&Tag_HEK293T

5.343 _ 0 _

R-ChIP-SS_HEK293T.fwd

0.6096 _ 0 _ R-ChIP-SS_HEK293T.rev

-0 _

-0.762 _

DeepER_Human.fwd

0.99959 _

4e-05 _

DeepER_Human.rev

-5e-05 _

-0.99984 _

GC-skew

0.670886 _

-0.75 _

AT-skew

0.870968 _

-0.709677 _

GRO-seq_HEK293T.fwd

1.9459 _

0.1769 _

GRO-seq_HEK293T.rev 0 _ -0.1769 _