Scale
chrl6_KI270853v1_alt:

PARN/NM_002582.4
PARN/NM_001242992.2
PARN/NM_001134477.3
BFAR/NM_001330500.2

BFAR/NM_016561.3
PLA2G10/NM_003561.3
PLA2G10/NR_133651.1

\PIPA3/NM_001277323.1

DXDC1/NM_001285449.2
DXDC1/NM_001324021.2
DXDC1/NM_001324020.2
P6-NPIPP1/NR_123721.1

P6-NPIPP1/NR_123722.1
:100505915/NR_125434.1

DRIP-seq_HEK293

No data _
CUT&Tag_HEK293T

No data _

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev
No data _
DeepER_Human.fwd

No data _
DeepER_Human.rev

No data
GC-skew
AT-skew

No data :

GRO-seq_HEK293T.fwd

No data _
GRO-seq_HEK293T.rev

No data _

SINE
LTR

Slmple

Low Complexity
Satellite

RNA

Other

Unknown

1 Mb} | hg38
500,000| 1,000,000| 1,500,000| 2,000,000| 2,500,000|
GENCODE V36
NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)
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Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
ating Elements by RepeatMask
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