Scale chr16_KI270853v1_alt:

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other Unknown

1 Mb hg38 500,000 1,000,000 1,500,000 2,000,000 2,500,000 GENCODE V36 NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

Level-1 Level-3 Level-5 R-loop Signal

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE R-loop Signal

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE R-loop Signal

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB ChIP_BRCA1 CLIP_AQR KD_DDX5 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019) Repeating Elements by RepeatMasker

PARN/NM_002582.4 PARN/NM_001242992.2 PARN/NM_001134477.3 BFAR/NM_001330500.2 BFAR/NM_016561.3 PLA2G10/NM_003561.3 PLA2G10/NR_133651.1 NPIPA3/NM_001277323.1 MIR3180-4/NR_037466.1 MIR4516/NR_039741.1 PDXDC1/NM_001285449.2 PDXDC1/NM_001324021.2 PDXDC1/NM_001324020.2 PKD1P6-NPIPP1/NR_123721.1 MIR6511B2/NR_106965.1 PKD1P6-NPIPP1/NR_123722.1 LOC100505915/NR_125434.1 RRN3/NM_001301064.1 RRN3/NM_018427.5 NTAN1/NM_001270767.2 NTAN1/NM_001270766.2 NTAN1/NM_173474.4 PDXDC1/NM_015027.4 PDXDC1/NM_001285444.2 PDXDC1/NM_001324019.2 PDXDC1/NM_001285445.2 PDXDC1/NM_001285448.1 PDXDC1/NM_001285447.1 PDXDC1/NM_001285450.2 MIR1972-2/NR_036265.1 PKD1/NM_001009944.3

PKD1/NM_000296.4

NPIPA2/NM_001277324.1 MIR6770-1/NR_106828.1 LOC100288162/NR_103772.1 MIR6511A1/NR_106766.1

MIR3180-3/NR_036144.1 MIR3670-3/NR_128712.1

MIR3179-3/NR_036145.1

NPIPA1/NM_006985.4 MIR1972-1/NR_036054.1 MIR3180-1/NR_036141.1 MIR3670-1/NR_037442.1 MIR3179-1/NR_036140.1

NOMO1/NM_014287.4 ABCC6P2/NR_023387.2 ABCC6P1/NR_003569.1 NPIPA5/NM_001351200.1 NPIPA5/NM_001277325.2

MPV17L/NM_173803.4

MPV17L/NM_001128423.2

BMERB1/NM_033201.3

BMERB1/NM_001142469.2

MARF1/NM_014647.4

MARF1/NM_001184998.2 MARF1/NM_001184999.2

MIR6506/NR_106761.1

MIR484/NR_030159.1 NDE1/NM_001143979.2 NDE1/NM_017668.3 MYH11/NM_001040113.2

MYH11/NM_001040114.2

MYH11/NM_022844.3

MYH11/NM_002474.3

CEP20/NM_001304499.2 CEP20/NM_001304502.2

CEP20/NM_144600.4

CEP20/NM_001304498.2 CEP20/NM_001304497.2 CEP20/NM_001304500.2

CEP20/NR_130756.2 CEP20/NR_130755.2 CEP20/NR_130757.2

ABCC1/NM_004996.4

ABCC6/NM_001351800.1

ABCC6/NM_001171.6

ABCC6/NR_147784.1 ABCC6/NM_001079528.4 NOMO3/NM_001004067.4

MIR3179-2/NR_036143.1 MIR3670-2/NR_049832.1

MIR3180-2/NR_036142.1 PKD1P1/NR_036447.1 MIR6511A2/NR_106969.1

MIR6770-2/NR_107060.1 MIR6511A3/NR_106970.1 NPIPA7/NM_001282507.1

DRIP-seq_HEK293

CUT&Tag_HEK293T

No data _

No data _

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev

DeepER_Human.fwd

No data _

No data _

DeepER_Human.rev

No data _

No data _

GC-skew 1 _ -1 _

AT-skew 1 _ -1 _

GRO-seq_HEK293T.fwd

No data _

No data _

GRO-seq_HEK293T.rev

No data _

No data _