Scale chr22:

DeepER_Human

ChIP_BRCA1 CLIP_AQR KD_DDX5

RepeatMasker

1 kb hg38 42,127,000 42,127,500 42,128,000 42,128,500 42,129,000 42,129,500 42,130,000 42,130,500 GENCODE V36 (2 items filtered)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

Level-1

Level-3

Level-5

R-loop Signal

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

R-loop Signal

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

R-loop Signal

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE R-loop Signal

bigwig_DeepER_Human_fwd

DeepER

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

Regulator

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

NDUFA6-DT CYP2D6 CYP2D6 CYP2D6

CYP2D6/NM_000106.6 CYP2D6/NM_001025161.3

level1_461727 level1_461728

level3_129385 level3_129386 level3_129387 level3_129388

level5_38928

99_Human_HEK293_Control_DRIP-seq_ChIP_NS_1_SE_peak_29073 99_Human_HEK293_Control_DRIP-seq_ChIP_NS_1_SE_peak_29074

142_Human_HEK293T_2HBD-Anti-GST_CUTTag_ChIP_NS_2_PE.hg38_peak_48471 142_Human_HEK293T_2HBD-Anti-GST_CUTTag_ChIP_NS_2_PE.hg38_peak_48472 142_Human_HEK293T_2HBD-Anti-GST_CUTTag_ChIP_NS_2_PE.hg38_peak_48473

hg19.chr22.714.42522332.region hg19.chr22.173.42523030.region hg19.chr22.132.42524024.region hg19.chr22.322.42524411.region hg19.chr22.803.42524903.region hg19.chr22.170.42525918.region

hg19.chr22.126.42526380.region

NDUFA6-AS1

CYP2D6

DRIP-seq_HEK293

CUT&Tag_HEK293T

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev

DeepER_Human.fwd

0.9995 _

0.00017 _

DeepER_Human.rev

-7e-05 _

-0.99957 _

GC-skew

0.382353 _

-0.565217 _

AT-skew

0.428571 _

-0.513514 _

GRO-seq_HEK293T.fwd

0.7076 _

0.1769 _

GRO-seq_HEK293T.rev 0 _ -0.1769 _