Scale 500 bases} | hg38
chri9: | 12,044,000| 12,044,500| 12,045,000|

GENCODE V36 (1 items filtered)
AC008770.4

ZNF433-AS1
AC008770.1
ZNF433-AS1
ZNF433-AS1 Hl>->> EE—

ZN 87 O 1 T

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

NF433-AS1/NR_134929.1
NF433-AS1/NR_134928.1

’NF878/NM_001080404.3 LR T AR R O O A A R R

R-loop_Zone_Level
Level-1 N >>>
Level-3

Level-5
0.0972 _ bigwig_99_HEK?293_Control_DRIP-seq_ChIP_NS_1_SE
DRIP-seq_HEK293

W]

0_
bigbed_99 HEK293_Control_DRIP-seq_ChIP_NS_1_SE
1_ bigwig_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
CUT&Tag_HEK293T [} OO,
-1 |
bigbed_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
1_ bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd
R-ChIP_HEK293T.fwd
bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE
1 bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev
R-ChIP_HEK293T.rev
-1 |
0.99943 _ bigwig_DeepER_Human_fwd
DeepER_Human.fwd
0.00019 _
bigbed_DeepER_Human
K<< ]
-7e-05 _ bigwig DeepER Human rev
DeepER_Human.rev
-0.9978 _
0.3_ GC-skew
GC-skew il ""'“"r.‘!“‘
-0.372549 _
0.111111 _ AT-skew
AT-skew WH‘W'F"'“L‘!
-0.409836 _
0.1769 _ HEK293T_Control_GRO-seq.fwd
GRO-seq_HEK293T.fwd .
0_
No data _ HEK293T_Control_GRO-seq.rev
GRO-seq_HEK293T.rev
No data _
RLFS_RloopDB
ChIP_BRCA1
CLIP_AQR
KD_DDX5
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)
cro-2006c1.2) 5 1] CLCRRE AT L PERM L | D
ZNF878 Emm = T = mm b _

Repeating Elements by RepeatMasker

RepeatMasker - _



