Scale 2 kb} | hg3s
chr22: | 25,193,000 25,193,500| 25,194,000 25,194,500| 25,195,000/ 25,195,500/ 25,196,000 25,196,500/ 25,197,000|

GENCODE V36
KIAA167 1 I—

KIAA167 1 I ———,
KIAA167 1 I ——
KIAA167 1 I m——— —

RefSeq genes from NCBI
RefSeq Curate | I S

Level-1
EYREMREIPEN 2555255255555 23525235552222523523225232353392533333233332233323333355553553333533355235552253)
level1_455259 R R R R R T R T TR TR TR AR TR AR TR TR level1_455260 RRERY
Level-3
level3_126522 level3_126523 SEEEEEERERRRN level3_126524 EEEA
level3 126525 EEEH
level3 126526 EEEEEER
Level-5
R-loop Signal
DRIP-seq_HEK293 [l [ Y 0 T 1 (111N} W) C TR 1 1K1 1101 I
DRIP-seq_HEK293
cuT&Tag_HEK293T [N [ [
bighbed_229 HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE
R-loop Signal
R-ChIP_HEK293T.fwd I 1111} 111} 1111/ i

R-ChIP_HEK293T

R-ChitP_HEK 293 T re | N K O A
DeepER
DeepER_Human.fwd 1]
DeepER_Human

O 2R rvtean. e I ORI AT O 0t

0.428571 _ GC-skew
GC-skew [y -—“--'\l'-wprkm- r“l\"’ H—wJ‘l-ll‘lll‘l‘lll‘, h_w L Bes & "|1p-w||"u.’1m|‘lII‘||l\m--mPw-‘p—ll‘l‘lll‘lll‘l‘l_-\-\ f“‘\mmr‘\lf’"“ _,l._lr-“

W

AT-skew
AT-skewl/INME W0 CW 0 WART 0 TN M v
Transcription
GRO-seq_HEK293T.fwd [l | I m I w | I N I | ]
GRO-seq_HEK293T.rev

RLFS_RIloopDB

™

e L“!‘lll‘lllmwﬂlml \“1\|-"‘Ir

RLFS_RloopDB
ChIP_BRCA1
CLIP_AQR
KD_DDX5
Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

| Lot

Reﬁeating Elements by RepeatMasker

SINE
LINE
LTR
DNA
Simple |
Low Complexity
Satellite
RNA
Other
Unknown



