Scale chr15:

GENCODE V36

ChIP_BRCA1 CLIP_AQR KD_DDX5

GTEx Gene V8

RepeatMasker

200 bases hg38 75,349,000 75,349,100 75,349,200 75,349,300 75,349,400 75,349,500 75,349,600 75,349,700 GENCODE V36 (15 items filtered)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

Level-1

Level-3

Level-5

GC-skew

AT-skew

G4-motif Transcription

RLFS_RloopDB

Regulator

Gap Locations GC Percent in 5-Base Windows

Perfect Matches to Short Sequence () Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

NEIL1/NM_001352519.2 NEIL1/NM_001352520.2 NEIL1/NM_024608.4 NEIL1/NM_001256552.1 NEIL1/NR_046311.2

level1_257733 level1_257734

level3_66413 level3_66414

level5_18934 level5_18935

hg19.chr15.210.75641371.region

GC-skew

0.258065 _

-0.432836 _

AT-skew

0.272727 _

-0.454545 _

GRO-seq_HEK293T.fwd GRO-seq_HEK293T.rev

GC Percent