Scale chr5:

CUT&Tag_HEK293T

DeepER_Human

RLFS_RloopDB

ChIP_BRCA1 CLIP_AQR KD_DDX5

RepeatMasker

1 kb hg38 88,721,000 88,721,500 88,722,000 88,722,500 88,723,000 GENCODE V36 (4 items filtered)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

Level-1

Level-3 Level-5 bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE R-loop Signal

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev

bigwig_DeepER_Human_fwd

DeepER

bigwig_DeepER_Human_rev

GC-skew

AT-skew

Transcription

RLFS_RloopDB

Regulator

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

MEF2C-AS2 MEF2C-AS2 MEF2C-AS2 MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C MEF2C

MEF2C-AS2/NR_146284.1 MEF2C/NM_001364353.2 MEF2C/NM_001364331.2 MEF2C/NM_002397.5 MEF2C/NM_001308002.3 MEF2C/NM_001364344.2 MEF2C/NM_001193350.2 MEF2C/NM_001364333.2 MEF2C/NM_001364330.2 MEF2C/NM_001364329.2 MEF2C/NM_001364356.2 MEF2C/NM_001364357.2 MEF2C/NM_001193348.1 MEF2C/NM_001363581.2 MEF2C/NM_001364350.2 MEF2C/NM_001364341.2 MEF2C/NM_001364342.2 MEF2C/NM_001364336.2 MEF2C/NM_001364346.2 MEF2C/NM_001364340.2 MEF2C/NM_001364348.2 MEF2C/NM_001193349.3 MEF2C/NM_001364355.2 MEF2C/NM_001364337.2 MEF2C/NM_001364347.2 MEF2C/NM_001364339.2 MEF2C/NM_001364349.2 MEF2C/NM_001364338.2 MEF2C/NM_001364343.2 MEF2C/NM_001364352.2 MEF2C/NM_001364332.2 MEF2C/NM_001364354.2 MEF2C/NM_001364335.2 MEF2C/NM_001364345.2 MEF2C/NM_001364334.2 MEF2C/NM_001193347.1 MEF2C/NM_001131005.2

level1_594065

MEF2C

DRIP-seq_HEK293

0.1296 _ 0 _

CUT&Tag_HEK293T

R-ChIP_HEK293T.fwd

0.4572 _ 0 _

R-ChIP_HEK293T.rev

-0 _

-0.1524 _

DeepER_Human.fwd

0.99833 _

6e-05 _

DeepER_Human.rev

-0.00026 _

-0.04223 _

GC-skew

0.563636 _

-0.47619 _

AT-skew

0.5 _

-0.343284 _

GRO-seq_HEK293T.fwd GRO-seq_HEK293T.rev