Scale chr2:

RefSeq Curated

RepeatMasker

20 kb hg38 69,330,000 69,340,000 69,350,000 69,360,000 69,370,000 69,380,000 GENCODE V36 (1 items filtered)

RefSeq genes from NCBI

Stacked Quantitative R-loop Score

Quantitative R-loop Region

V2-Level-1

V2-Level-4

V2-Level-8

bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_fwd

bigwig_127_HEK293T_D210N_R-ChIP-SS_ChIP_SS_1_SE_rev

bigbed_127_HEK293T_D210N_R-ChIP-SS_Input_SS_1_SE bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

CLIP_AQR

ChIP_BRCA1

KD_DDX5 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

GFPT1 GFPT1 GFPT1 GFPT1 Y_RNA

K562_exp1_101968 HepG2_exp1_57051 K562_exp1_101969 K562_exp1_101970 HepG2_exp1_57052 K562_exp1_101971 HepG2_exp1_57053 K562_exp1_101972 HepG2_exp1_57054 K562_exp1_101973 HepG2_exp1_57055 K562_exp1_101974 HepG2_exp1_57056 K562_exp1_101975 HepG2_exp1_57057 K562_exp1_101976 K562_exp1_101977 K562_exp1_101978 K562_exp1_101979 HepG2_exp1_57058

K562_exp1_101980 K562_exp1_101981 HepG2_exp1_57059

HepG2_exp1_57060

K562_exp1_101982

HepG2_exp1_57061

K562_exp1_101983

HepG2_exp1_57062

K562_exp1_101984 K562_exp1_101985 K562_exp1_101986 K562_exp1_101987 K562_exp1_101988 K562_exp1_101989 K562_exp1_101990 K562_exp1_101991

K562_exp1_101992 HepG2_exp1_57063 HepG2_exp1_57064 K562_exp1_101993 K562_exp1_101994 K562_exp1_101995

K562_exp1_101996 HepG2_exp1_57065 K562_exp1_101997 HepG2_exp1_57066 K562_exp1_101998 K562_exp1_101999 HepG2_exp1_57067

K562_exp1_102000

K562_exp1_102001 K562_exp1_102002 HepG2_exp1_57068 K562_exp1_102003 K562_exp1_102004

HepG2_exp1_57069 K562_exp1_102005

K562_exp1_102006 K562_exp1_102007 HepG2_exp1_57070 K562_exp1_102008

HepG2_exp1_57071 HepG2_exp1_57072

K562_exp1_102009 K562_exp1_102010 HepG2_exp1_57073 K562_exp1_102011 HepG2_exp1_57074 K562_exp1_102012 K562_exp1_102013 HepG2_exp1_57075

K562_exp1_102014 K562_exp1_102015 HepG2_exp1_57076 K562_exp1_102016

HepG2_exp2_4923

GFPT1

Y_RNA

Quantitative Score

0.360144 _ 0 _

DRIP-seq_HEK293

0.8424 _ 0 _

CUT&Tag_HEK293T

8.0145 _ 0 _

R-ChIP-SS_HEK293T.fwd

0.6096 _ 0 _ R-ChIP-SS_HEK293T.rev

-0 _

-1.0668 _

DeepER_Human.fwd

0.99165 _

3e-05 _

DeepER_Human.rev

-3e-05 _

-0.99935 _

GC-skew 1 _ -0.756098 _

AT-skew 1 _ -0.641026 _

GRO-seq_HEK293T.fwd

0.1769 _ 0 _ GRO-seq_HEK293T.rev

-0.1769 _

-1.5921 _