Scale chrX:

GENCODE V36

DRIP-seq_HEK293

R-ChIP_HEK293T

RepeatMasker

50 kb hg38 31,150,000 31,200,000 31,250,000 GENCODE V36 (7 items filtered)

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

Level-1

Level-3

Level-5

R-loop Signal

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE R-loop Signal

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

ChIP_BRCA1

CLIP_AQR KD_DDX5 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

DMD/NM_004014.3 DMD/NM_004013.3 DMD/NM_004021.3 DMD/NM_004022.3 DMD/NM_004020.4 DMD/NM_004023.3 DMD/NM_004012.4 DMD/NM_004011.4 DMD/NM_004006.3 DMD/NM_000109.4 DMD/NM_004015.3 DMD/NM_004016.3 DMD/NM_004017.3 DMD/NM_004018.3 DMD/NM_004010.3 DMD/NM_004009.3 DMD/NM_004019.3

level1_795458 level1_795459 level1_795460 level1_795461 level1_795462 level1_795463 level1_795464 level1_795465 level1_795466 level1_795467 level1_795468 level1_795469 level1_795470 level1_795471 level1_795472 level1_795473 level1_795474 level1_795475

level1_795476 level1_795477 level1_795478 level1_795479

level1_795480 level1_795481 level1_795482

level1_795483 level1_795484

level1_795485 level1_795486 level1_795487 level1_795488 level1_795489 level1_795490

level1_795491 level1_795492 level1_795493 level1_795494 level1_795495 level1_795496 level1_795497

level1_795498 level1_795499 level1_795500 level1_795501

level1_795502

level3_201245 level3_201246 level3_201247 level3_201248 level3_201249 level3_201250 level3_201251 level3_201252 level3_201253

level3_201254 level3_201255 level3_201256 level3_201257 level3_201258 level3_201259 level3_201260 level3_201261 level3_201262 level3_201263 level3_201264 level3_201265 level3_201266 level3_201267 level3_201268 level3_201269 level3_201270

level5_58310 level5_58311 level5_58312 level5_58313

HeLa-S3_exp1_26698

DMD

DRIP-seq_HEK293

CUT&Tag_HEK293T

2.1372 _ 0 _

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev

DeepER_Human.fwd

0.99758 _

3e-05 _

DeepER_Human.rev

-2e-05 _

-0.99962 _

GC-skew

0.924528 _

-0.846154 _

AT-skew 1 _ -0.684211 _

GRO-seq_HEK293T.fwd

0.3538 _

0.1769 _

GRO-seq_HEK293T.rev

-0.1769 _

-2.1228 _