Scale chr6_GL000253v2_alt:

GENCODE V36

Level-1 Level-3 Level-5

RepeatMasker

1 Mb hg38 500,000 1,000,000 1,500,000 2,000,000 2,500,000 3,000,000 3,500,000 4,000,000 4,500,000 GENCODE V36

NCBI RefSeq genes, curated subset (NM_*, NR_*, NP_* or YP_*)

R-loop_Zone_Level

R-loop Signal

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE R-loop Signal

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE R-loop Signal

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB ChIP_BRCA1 CLIP_AQR KD_DDX5 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019) Repeating Elements by RepeatMasker

LINC01623/NR_033379.1 TRIM27/NM_006510.5 LINC01556/NR_103538.1 HCG15/NR_135289.2 HCG15/NR_145490.1 ZNF311/NM_001382360.1 ZNF311/NM_001350637.4 ZNF311/NM_001010877.5 LOC100129636/NR_125387.1 OR2W1/NM_030903.3 OR2B3/NM_001005226.2 OR2J1/NM_001348294.2 OR2J3/NM_001005216.4 OR2J2/NM_030905.3 LOC101929006/NR_134629.1 LOC101929006/NR_134630.1 OR14J1/NM_030946.2 OR5V1/NM_030876.6 OR12D3/NM_030959.3 OR12D2/NM_013936.4 OR12D1/NR_145489.1 OR11A1/NM_013937.4 OR10C1/NM_013941.4 OR2H1/NM_001318022.2 OR2H1/NM_030883.5 OR2H1/NM_001318014.2 MAS1L/NM_052967.2 LINC01015/NR_037180.1 LINC01015/NR_037181.1 LINC01015/NR_037179.1 UBD/NM_006398.4 SNORD32B/NR_003049.1 OR2H2/NM_007160.4 GABBR1/NM_021903.3 GABBR1/NM_001470.4 GABBR1/NM_001319053.2 GABBR1/NM_021904.4 MOG/NM_206814.6 MOG/NM_001170418.2 MOG/NM_001008229.3 MOG/NM_206810.4 MOG/NM_206812.4 MOG/NM_002433.5 MOG/NM_206809.4 MOG/NM_001363610.2 MOG/NM_206811.4 MOG/NM_001008228.3 ZFP57/NM_001366333.2 ZFP57/NM_001109809.5 HLA-F/NM_001098478.2

HLA-F/NM_018950.3

HLA-F/NM_001098479.2 HLA-F-AS1/NR_026972.1 HLA-F-AS1/NR_026973.1 IFITM4P/NR_001590.1

HCG4/NR_002139.2 HLA-V/NR_132323.1

HLA-G/NM_001384280.1 HLA-G/NM_001363567.2 HLA-G/NM_002127.6 HLA-G/NM_001384290.1

HCP5B/NR_031762.2 HLA-H/NR_001434.4

HLA-A/NM_001242758.1

HCG4B/NR_001317.3 HLA-A/NM_002116.8

HCG9/NR_028032.1

ZNRD1ASP/NR_026751.2

HLA-J/NR_024240.1

ZNRD1ASP/NR_145416.1

ZNRD1ASP/NR_145417.1

ZNRD1ASP/NR_145418.1 POLR1H/NM_001278785.2

POLR1H/NM_014596.6

POLR1H/NM_001278786.2

POLR1H/NM_170783.4 POLR1H/NR_103864.2

PPP1R11/NM_021959.3

RNF39/NM_025236.4

RNF39/NM_170769.3 TRIM31/NM_007028.5 TRIM31/NR_134870.2 TRIM31/NR_134871.2 TRIM31-AS1/NR_126470.1 TRIM40/NM_001286633.2

TRIM40/NM_138700.4 TRIM10/NM_006778.4 TRIM10/NM_052828.3

TRIM15/NM_033229.3 TRIM26/NM_003449.5 TRIM26/NM_001242783.2

HCG17/NR_052012.1 HLA-L/NR_027822.1 HCG18/NR_102327.1 HCG18/NR_024052.2 HCG18/NR_102326.1 HCG18/NR_024053.2

TRIM39/NM_001369522.1 TRIM39/NM_001369521.1

TRIM39/NM_021253.4

TRIM39/NM_001369523.1

TRIM39/NM_172016.2

TRIM39-RPP21/NM_001199119.1

RPP21/NM_024839.4

RPP21/NM_001199121.3 RPP21/NM_001199120.3

HLA-E/NM_005516.6 LINC02569/NR_149088.1

GNL1/NM_005275.5

PRR3/NM_001077497.3

PRR3/NM_025263.4

ABCF1/NM_001090.3 ABCF1/NM_001025091.2 MIR877/NR_030615.1

PPP1R10/NM_001376195.1

PPP1R10/NM_002714.4 PPP1R10/NR_072994.2 PPP1R10/NR_164781.1 PPP1R10/NR_164780.1 MRPS18B/NM_014046.4 ATAT1/NM_001254952.4 ATAT1/NM_001318762.3

ATAT1/NM_024909.5

ATAT1/NM_001318763.3 ATAT1/NM_001190724.4 ATAT1/NM_001031722.4 ATAT1/NR_033823.3 C6orf136/NM_145029.4

C6orf136/NM_001109938.3 C6orf136/NM_001161376.2

DHX16/NM_001363515.2 DHX16/NM_003587.5 DHX16/NM_001164239.2 PPP1R18/NM_133471.4

PPP1R18/NM_001134870.2

NRM/NM_001270708.2 NRM/NM_001270707.2 NRM/NM_001384369.1 NRM/NM_001270709.2 NRM/NM_001270710.2

NRM/NM_007243.3 NRM/NR_073072.2 NRM/NR_073065.2 NRM/NR_073066.2

MDC1/NM_014641.3

MDC1-AS1/NR_133647.1

TUBB/NM_001293214.2 TUBB/NM_001293213.2

TUBB/NM_178014.4

TUBB/NR_120608.2

TUBB/NM_001293216.2

TUBB/NM_001293215.2 TUBB/NM_001293212.2

FLOT1/NM_005803.4 FLOT1/NM_001318875.2

IER3-AS1/NR_149095.1

IER3/NM_003897.4

HCG20/NR_138037.1

LINC00243/NR_130726.1 LINC02570/NR_134610.1 DDR1/NM_001387908.1 DDR1/NM_001387893.1 DDR1/NM_001387909.1 DDR1/NM_001297652.2 DDR1/NM_001387905.1 DDR1/NM_001387900.1 DDR1/NM_001387892.1 DDR1/NM_001387910.1 DDR1/NM_001387918.1 DDR1/NM_001387894.1 DDR1/NM_001387915.1 DDR1/NM_001387897.1 DDR1/NM_001387899.1 DDR1/NM_001387912.1 DDR1/NM_001387911.1 DDR1/NM_001387901.1 DDR1/NM_001387917.1 DDR1/NM_001387913.1 DDR1/NM_001387907.1 DDR1/NM_001387898.1 DDR1/NM_001387904.1 DDR1/NM_001387914.1 DDR1/NM_001387902.1

DDR1/NM_001954.5

DDR1/NM_001387895.1 DDR1/NM_001387903.1 DDR1/NM_001297653.2 DDR1/NM_001387906.1 DDR1/NM_001297654.2

DDR1/NM_013994.3

DDR1/NM_001387916.1

DDR1/NM_013993.3

DDR1/NM_001202523.3 DDR1/NM_001387896.1 DDR1/NM_001202522.1 DDR1/NM_001202521.1 MIR4640/NR_039783.1 GTF2H4/NM_001517.5 VARS2/NM_001167733.3

VARS2/NM_020442.6

VARS2/NM_001167734.2

SFTA2/NM_205854.3

MUC21/NM_001322370.2 MUC22/NM_001318484.1 MUC22/NM_001322469.1 MUC22/NM_001198815.1

HCG22/NR_145427.2 HCG22/NR_003948.3 C6orf15/NM_014070.3

PSORS1C1/NM_014068.3

CDSN/NM_001264.5

PSORS1C2/NM_014069.3 CCHCR1/NM_001105564.1 CCHCR1/NM_001105563.2 CCHCR1/NM_019052.4 TCF19/NM_001077511.2 TCF19/NM_001318908.2

TCF19/NM_007109.3 POU5F1/NM_001285986.2 POU5F1/NM_001285987.1 POU5F1/NM_203289.6

POU5F1/NM_001173531.3

POU5F1/NM_002701.6 PSORS1C3/NR_152834.1

PSORS1C3/NR_152829.1 PSORS1C3/NR_152838.1 PSORS1C3/NR_152833.1 PSORS1C3/NR_152828.1 PSORS1C3/NR_152837.1 PSORS1C3/NR_152830.1 PSORS1C3/NR_152836.1 PSORS1C3/NR_026816.2 PSORS1C3/NR_152839.1 PSORS1C3/NR_152832.1 PSORS1C3/NR_152831.1 PSORS1C3/NR_152835.1

HLA-C/NM_002117.6

LINC02571/NR_149115.1

HLA-B/NM_005514.8 MIR6891/NR_106951.1 MICA-AS1/NR_148223.1 MICA-AS1/NR_148222.1 MICA/NM_001289154.2 MICA/NM_001289153.2 MICA/NM_001289152.2

MICA/NM_001177519.3 LINC01149/NR_144465.1

MICB/NM_001289160.2 MICB/NM_001289161.2 MICB/NM_005931.5

MCCD1/NM_001011700.3

ATP6V1G2-DDX39B/NR_037853.1

DDX39B/NM_004640.7 DDX39B/NM_080598.6 DDX39B/NR_037852.2

SNORD117/NR_003140.1

SNORD84/NR_003065.1

DDX39B-AS1/NR_133675.1 DDX39B-AS1/NR_133674.1 ATP6V1G2/NM_130463.4 ATP6V1G2/NM_001204078.2

ATP6V1G2/NM_138282.3 NFKBIL1/NM_001144963.2 NFKBIL1/NM_001144962.2 NFKBIL1/NM_001144961.2

NFKBIL1/NM_005007.4

LOC100287329/NR_149045.1

LTA/NM_001159740.2

LTA/NM_000595.4 TNF/NM_000594.4 LTB/NM_002341.2 LTB/NM_009588.1 LST1/NM_205838.3 LST1/NM_205839.3

LST1/NR_029462.2 LST1/NR_029461.2 LST1/NM_205837.3 LST1/NM_001166538.1 LST1/NM_205840.2 LST1/NM_007161.3 NCR3/NM_001145466.2 NCR3/NM_147130.3

NCR3/NM_001145467.2

PRRC2A/NM_080686.3 PRRC2A/NM_004638.4 SNORA38/NR_002971.1 MIR6832/NR_106890.1 BAG6/NM_001388020.1 BAG6/NM_001388019.1 BAG6/NM_001388016.1 BAG6/NM_001388018.1 BAG6/NM_001388017.1 BAG6/NM_001388013.1 BAG6/NM_001388015.1 BAG6/NM_001388014.1

BAG6/NM_001388001.1 BAG6/NM_001388012.1 BAG6/NM_001388009.1

BAG6/NM_001388008.1 BAG6/NM_001388011.1 BAG6/NM_001388006.1 BAG6/NM_001388010.1 BAG6/NM_001388005.1 BAG6/NM_001098534.2 BAG6/NM_001387999.1 BAG6/NM_001388007.1 BAG6/NM_001387998.1 BAG6/NM_001388000.1 BAG6/NM_001388003.1 BAG6/NM_001388002.1 BAG6/NM_001388004.1 BAG6/NM_001387997.1 BAG6/NM_001387996.1 BAG6/NM_001387984.1 BAG6/NM_001387946.1 BAG6/NM_001387995.1 BAG6/NM_001387983.1

BAG6/NM_080703.3

BAG6/NM_001387956.1 BAG6/NM_001387990.1 BAG6/NM_001387955.1 BAG6/NM_001387992.1 BAG6/NM_001387982.1 BAG6/NM_001387944.1 BAG6/NM_001387985.1 BAG6/NM_001387994.1 BAG6/NM_001387965.1 BAG6/NM_001387943.1 BAG6/NM_001387993.1

BAG6/NM_080702.3

BAG6/NM_001199698.2 BAG6/NM_001387951.1 BAG6/NM_001387987.1 BAG6/NM_001387949.1 BAG6/NM_001199697.2 BAG6/NM_001387991.1 BAG6/NM_001387958.1 BAG6/NM_001387964.1 BAG6/NM_001387963.1 BAG6/NM_001387942.1 BAG6/NM_001387986.1 BAG6/NM_001387989.1 BAG6/NM_001387954.1 BAG6/NM_001387988.1 BAG6/NM_001387961.1 BAG6/NM_001387940.1 APOM/NM_001256169.2

APOM/NR_045828.2 APOM/NM_019101.3 C6orf47/NM_021184.4

GPANK1/NM_033177.4

GPANK1/NM_001199240.1 GPANK1/NM_001199238.1 GPANK1/NM_001199239.1 GPANK1/NM_001199237.1 CSNK2B/NM_001282385.2

CSNK2B/NM_001320.7 LY6G5B/NM_021221.2 LY6G5C/NM_025262.3

ABHD16A/NM_001177515.2 ABHD16A/NM_021160.3 ABHD16A/NR_033488.2 ABHD16A/NR_033489.2

MIR4646/NR_039789.1

LY6G6F/NM_001003693.3 LY6G6F-LY6G6D/NM_001353334.2

LY6G6E/NR_024541.1 LY6G6E/NR_003673.3

LY6G6D/NM_021246.3 LY6G6C/NM_025261.3 MPIG6B/NM_138275.3 MPIG6B/NM_138274.3 MPIG6B/NM_138273.3 MPIG6B/NM_138272.3 MPIG6B/NM_025260.4 MPIG6B/NM_138277.3 DDAH2/NM_001303007.2 DDAH2/NM_001303008.2

DDAH2/NM_013974.3 CLIC1/NM_001288.5

CLIC1/NM_001287594.3 CLIC1/NM_001287593.1 MSH5-SAPCD1/NR_037846.1

MSH5/NM_172165.4 MSH5/NM_172166.4 MSH5/NM_025259.6

MSH5/NM_002441.5

NEU1/NM_000434.4

C2/NM_001282459.2 C2/NM_001145903.3

C2/NM_000063.6

C2/NM_001282458.2 C2/NM_001178063.3 C2/NM_001282457.2 C2-AS1/NR_104191.1

CFB/NM_001710.6

TNXB/NM_019105.8

TNXB/NM_001365276.2

PRRT1/NM_030651.4

PRRT1/NM_001363780.2

LOC100507547/NR_037169.1 LOC100507547/NR_037171.1 LOC100507547/NR_037170.1 LOC100507547/NR_037172.1

PPT2/NM_138717.3

PPT2-EGFL8/NR_037861.1

PPT2/NM_001204103.2 PPT2/NM_005155.7 EGFL8/NM_030652.4 EGFL8/NR_037860.2

AGPAT1/NM_001371439.1

AGPAT1/NM_006411.4

AGPAT1/NM_001371437.1 AGPAT1/NM_001371438.1

AGPAT1/NM_032741.5 MIR6721/NR_106779.1

RNF5/NM_006913.4

MIR6833/NR_106891.1 AGER/NM_001206934.2 AGER/NM_001206929.2 AGER/NM_001206940.2

AGER/NM_001206966.2

AGER/NM_001136.5

AGER/NM_001206936.2 AGER/NM_001206954.2 AGER/NM_172197.3 AGER/NM_001206932.2

AGER/NR_038190.2

PBX2/NM_002586.5 GPSM3/NM_001276501.2 GPSM3/NM_022107.3 NOTCH4/NM_004557.4 NOTCH4/NR_134949.2 NOTCH4/NR_134950.2 TSBP1-AS1/NR_136244.1 TSBP1-AS1/NR_136245.1 TSBP1-AS1/NR_136246.1

TSBP1/NM_006781.5

TSBP1/NM_001286474.2 TSBP1/NM_001286475.2

HCG23/NR_044996.1

BTNL2/NM_001304561.1 HLA-DRA/NM_019111.5

HLA-DRB4/NM_021983.4 HLA-DRB1/NM_001359193.1 HLA-DQA1/NM_002122.5 HLA-DQB1/NM_001243962.1 HLA-DQA2/NM_020056.5 MIR3135B/NR_039668.1 HLA-DQB2/NM_001300790.2 HLA-DQB2/NM_001198858.2 TAP2/NM_018833.3 TAP2/NM_001290043.2 PSMB8/NM_148919.4 PSMB8/NM_004159.5 PSMB8-AS1/NR_037176.1

PSMB8-AS1/NR_037174.1 PSMB8-AS1/NR_037175.1 PSMB8-AS1/NR_037173.1

TAP1/NM_001292022.2 TAP1/NM_000593.6 PSMB9/NM_002800.5

LOC100294145/NR_037178.1 LOC100294145/NR_037177.1 HLA-DMB/NM_002118.5 HLA-DMA/NM_006120.4

BRD2/NM_005104.4 BRD2/NM_001113182.3

BRD2/NM_001291986.2 BRD2/NM_001199455.1 BRD2/NM_001199456.2 HLA-DOA/NM_002119.4

HLA-DPA1/NM_033554.3

HLA-DPA1/NM_001242524.2 HLA-DPA1/NM_001242525.2

HLA-DPB1/NM_002121.6

HLA-DPB2/NR_001435.2

HCG24/NR_138084.1

COL11A2/NM_080680.3 COL11A2/NM_080681.3 COL11A2/NM_080679.3 COL11A2/NM_001163771.2 RXRB/NM_001270401.2

RXRB/NM_021976.5

RXRB/NM_001291989.2 SLC39A7/NM_001288777.2 SLC39A7/NM_001077516.2 SLC39A7/NM_006979.3 HSD17B8/NM_014234.5 MIR219A1/NR_029633.1

RING1/NM_002931.4 HCG25/NR_044997.1

VPS52/NM_001289176.1 VPS52/NM_001289175.1 VPS52/NM_001289174.2 VPS52/NM_022553.6

DRIP-seq_HEK293

CUT&Tag_HEK293T

No data _

No data _

R-ChIP_HEK293T.fwd

R-ChIP_HEK293T.rev

DeepER_Human.fwd

No data _

No data _

DeepER_Human.rev

No data _

No data _

GC-skew 1 _ -1 _

AT-skew 1 _ -1 _

GRO-seq_HEK293T.fwd

No data _

No data _

GRO-seq_HEK293T.rev

No data _

No data _