
Scale
chr12:

RefSeq Curated

RepeatMasker

100 kb hg38

56,450,000 56,500,000 56,550,000 56,600,000
GENCODE V36 (49 items filtered)

RefSeq genes from NCBI

Level-1

Level-3

Level-5

bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigbed_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

bigwig_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd

bigbed_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

ChIP_BRCA1

CLIP_AQR

KD_DDX5

Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

AC024884.2
TIMELESS
TIMELESS

MIP

AC097104.1
SPRYD4

GLS2
GLS2

GLS2
GLS2

RBMS2
RBMS2
RBMS2
RBMS2

RBMS2
RNU6-343P

BAZ2A

BAZ2A
BAZ2A

ATP5F1B
SNORD59A

HepG2_exp1_5497
HepG2_exp2_5498

HeLa-S3_exp1_5499
GM12878_exp1_5500

HeLa-S3_exp1_5501
HepG2_exp1_5502

HeLa-S3_exp1_5503
HeLa-S3_exp1_5504

HepG2_exp2_5505
K562_exp1_5506
K562_exp1_5507

HepG2_exp1_5508

K562_exp1_8222
K562_exp1_8223
K562_exp1_8224

HepG2_exp1_8225
K562_exp1_8226

K562_exp1_8227

K562_exp1_8228
K562_exp1_8229
K562_exp1_8230
K562_exp1_8231
K562_exp1_8232
K562_exp1_8233
K562_exp1_8234

K562_exp1_8235
K562_exp1_8236

K562_exp1_8237
K562_exp1_8238
K562_exp1_8239
K562_exp1_8240
K562_exp1_8241

K562_exp1_8242
K562_exp1_8243
K562_exp1_8244
K562_exp1_8245
K562_exp1_8246
K562_exp1_8247

K562_exp1_8248

K562_exp1_8249
K562_exp1_8250
K562_exp1_8251

K562_exp1_8252
K562_exp1_8253
HepG2_exp1_8254

K562_exp1_8255

U2OS_exp1_518 U2OS_exp1_519

RP11-121C6.5

RP11-121C6.4

TIMELESS

MIP

SPRYD4

GLS2

HSPD1P4

RBMS2

RNU6-343P

BAZ2A

ATP5B

SNORD59A

DRIP-seq_HEK293
2.6892 _

0 _

CUT&Tag_HEK293T
9.0831 _

0 _

R-ChIP_HEK293T.fwd
1.6764 _

0 _

R-ChIP_HEK293T.rev
-0 _

-1.2192 _

DeepER_Human.fwd
0.99962 _

3e-05 _

DeepER_Human.rev
-2e-05 _

-0.99947 _

GC-skew
0.902439 _

-1 _

AT-skew
0.913043 _

-1 _

GRO-seq_HEK293T.fwd
4.0687 _

0.1769 _

GRO-seq_HEK293T.rev
-0.1769 _

-7.9605 _


