Scale chr3:

RefSeq Curated

DRIP-seq_HEK293

R-ChIP_HEK293T

RLFS_RloopDB

RepeatMasker

200 kb hg38 169,200,000 169,300,000 169,400,000 169,500,000 169,600,000 GENCODE V36 (12 items filtered)

RefSeq genes from NCBI

Level-1

Level-3

Level-5

bigwig_99_HEK293_Control_DRIP-seq_ChIP_NS_1_SE

R-loop Signal

bigbed_229_HEK293T_2HBD-Anti-GST_CUT&Tag_ChIP_NS_2_PE

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_fwd

R-loop Signal

bigwig_127_HEK293T_D210N_R-ChIP_ChIP_SS_1_SE_rev

bigwig_DeepER_Human_fwd

bigbed_DeepER_Human

bigwig_DeepER_Human_rev

GC-skew

AT-skew

HEK293T_Control_GRO-seq.fwd

HEK293T_Control_GRO-seq.rev

RLFS_RloopDB

ChIP_BRCA1

CLIP_AQR KD_DDX5 Gene Expression in 54 tissues from GTEx RNA-seq of 17382 samples, 948 donors (V8, Aug 2019)

Repeating Elements by RepeatMasker

MECOM MECOM MECOM MECOM MECOM MECOM MECOM MECOM MECOM

MECOM-AS1 AC007849.1

level1_511569 level1_511570 level1_511571 level1_511572 level1_511573 level1_511574 level1_511575 level1_511576 level1_511577 level1_511578 level1_511579 level1_511580 level1_511581 level1_511582 level1_511583 level1_511584 level1_511585

level1_511586 level1_511587

level1_511588 level1_511589

level1_511590 level1_511591 level1_511592 level1_511593

level1_511594

level1_511595 level1_511596

level1_511597 level1_511598 level1_511599 level1_511600

level1_511601 level1_511602

level1_511603 level1_511604 level1_511605 level1_511606 level1_511607

level1_511608 level1_511609 level1_511610 level1_511611

level1_511612 level1_511613 level1_511614

level1_511615 level1_511616 level1_511617 level1_511618 level1_511619 level1_511620 level1_511621 level1_511622

level1_511623 level1_511624

level1_511625 level1_511626

level1_511627

level1_511628 level1_511629 level1_511630

level1_511631 level1_511632

level1_511633 level1_511634

level1_511635 level1_511636 level1_511637

level1_511638 level1_511639 level1_511640 level1_511641 level1_511642 level1_511643 level1_511644

level1_511645 level1_511646 level1_511647 level1_511648

level1_511649 level1_511650

level1_511651

level1_511652 level1_511653

level1_511654 level1_511655

level1_511656

level1_511657 level1_511658 level1_511659

level1_511660 level1_511661

level1_511662 level1_511663 level1_511664

level1_511665 level1_511666

level1_511667 level1_511668 level1_511669 level1_511670 level1_511671 level1_511672 level1_511673 level1_511674 level1_511675 level1_511676

level1_511677

level1_511678 level1_511679 level1_511680

level1_511681 level1_511682 level1_511683 level1_511684 level1_511685 level1_511686

level1_511687 level1_511688 level1_511689 level1_511690 level1_511691 level1_511692 level1_511693

level1_511694 level1_511695

level1_511696 level1_511697 level1_511698 level1_511699 level1_511700 level1_511701 level1_511702 level1_511703 level1_511704 level1_511705

level1_511706

level1_511707 level1_511708

level1_511709

level1_511710 level1_511711 level1_511712

level1_511713 level1_511714 level1_511715 level1_511716

level1_511717 level1_511718 level1_511719

level1_511720 level1_511721

level1_511722 level1_511723

level1_511724 level1_511725 level1_511726 level1_511727 level1_511728 level1_511729 level1_511730 level1_511731 level1_511732 level1_511733 level1_511734 level1_511735 level1_511736 level1_511737

level1_511738 level1_511739 level1_511740

level1_511741 level1_511742 level1_511743

level1_511744 level1_511745 level1_511746

level1_511747 level1_511748 level1_511749 level1_511750

level1_511751 level1_511752 level1_511753 level1_511754

level1_511755 level1_511756

level3_140914 level3_140915 level3_140916 level3_140917 level3_140918 level3_140919 level3_140920 level3_140921 level3_140922 level3_140923

level3_140924 level3_140925 level3_140926 level3_140927 level3_140928

level3_140929 level3_140930 level3_140931 level3_140932 level3_140933 level3_140934 level3_140935 level3_140936 level3_140937 level3_140938

level5_42385 level5_42386

HeLa-S3_exp1_19317 HeLa-S3_exp1_19318 HeLa-S3_exp1_19319

HeLa-S3_exp1_19320 HeLa-S3_exp1_19321

MECOM RP11-641D5.2

RP11-641D5.1

RP11-3K16.2

DRIP-seq_HEK293

1.0692 _ 0 _

CUT&Tag_HEK293T

R-ChIP_HEK293T.fwd

1.0668 _ 0 _

R-ChIP_HEK293T.rev

-0 _

-1.524 _

DeepER_Human.fwd

0.99965 _

1e-05 _

DeepER_Human.rev

-2e-05 _

-0.99976 _

GC-skew 1 _ -1 _

AT-skew 1 _ -1 _

GRO-seq_HEK293T.fwd

0.5307 _

0.1769 _

GRO-seq_HEK293T.rev

-0.1769 _

-1.769 _